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<211> 
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<212> 


DNA 


<213> 


Homo sapiens 


<220> 




<221> 


CDS 


<222> 


(242) (646) 


<223> 




<400> 


1 



age act cat ttt cca tct cga ctt eta aga ate cag att aga cag gca 
Ser Thr His Phe Pro Ser Arg Leu Leu Arg lie Gin lie Arg Gin Ala 
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yy ca y , y . . ^ _agaaactgg aaatggggtt gttacatgaa 60 

acctcccatt ctaccaacgt tggcagttaa ttccagttta cttcctgaca tactaaggga 120 

gctaacgaaa gcatgtctga aacaaagcat aactcggctc aceggtttte cagtgttgac 180 

ctggggtact gaagcagata gtgtccatat atagatcctc accctctgca etteggggeg 240 

c atg get gac ttc cag ctt cca gat agt att etc tgg tgc caa aac eta 289 
Met Ala Asp Phe Gin Leu Pro Asp Ser lie Leu Trp Cys Gin Asn Leu 
15 10 15 

ttt tct ctg cct gtt tgg cag tct gga cat act aga gaa ttg atg etc 337 
Phe Ser Leu Pro Val Trp Gin Ser Gly His Thr Arg Glu Leu Met Leu 
20 25 30 

cag tgt tea gee ttg agt gat ggg gaa ctg gtg tat aaa tat ccc age 385 
Gin Cys Ser Ala Leu Ser Asp Gly Glu Leu Val Tyr Lys Tyr Pro Ser 
35 40 45 

tec etc act cct tgg ttg agg tta act ctg ggg tgc atg ttc tac act 
Ser Leu Thr Pro Trp Leu Arg Leu Thr Leu Gly Cys Met Phe Tyr Thr 
50 55 60 

ggt tec cag ggt gtc etc act gag att aag cat cca ctg ccc act gta 
Gly Ser Gin Gly Val Leu Thr Glu He Lys His Pro Leu Pro Thr Val 
65 70 75 80 

ata get ggt ttg ata atg cat ctt tta ttg tct ccc tct etc etc tgc 
He Ala Gly Leu He Met His Leu Leu Leu Ser Pro Ser Leu Leu Cys 
85 90 95 

ate att tec aca etc cat tac aga ggt tec ttg ccc tct caa att att 577 
He He Ser Thr Leu His Tyr Arg Gly Ser Leu Pro Ser Gin He He 
100 105 HO 



433 



481 



529 



625 
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115 120 125 

tta ttt cat ttg gcc att aag tagatcttgt ggaagctgga ttttcatgcc 676 
Leu Phe His Leu Ala He Lys 
130 135 

ataccccgaa agtaggcttt tatgtagaca tcatggaggg tgagggctga gatggaagaa 736 

gaggtaaaat tggaccaagg aagagaaccc tggtgtaagg gttccagctc ttaaaagggg 796 

gtcctgggta cctggagggc attattacca gatgacagag gatctggagt ggctcttgct 856 

aataagtatc ttgggacaaa gagcagttgc atgcacagag agaaactccc aatgcatgaa 916 

gaggagctct tcaaagatga attatgagag gcctattata taaataagga ggcaaaaaga 976 

agcaaaggag aaccatcctg ttgtatcaat gtcggagggg ggtgactgtt tgcaccttat 1036 

gtgccagaga gagtggctga ctaggaaggc aatacccagg gatggaaggg cagaggcaag 1096 

accatgggag gccccttttt cagcccatca gatgctcaca actctaatgt ctcctctgca 1156 

cttccacggt cagacctctc ccatcctgtc ttgggcttcc ctcaattgta tcttctttcc 1216 

tcctcttctt gtggagtgaa tggagagctc tgcagaaggt ggagtctggg gtttaggaga 1276 

ccattaaact atctgaatat ctctgatgat gactttgtga aaatgctcct accacctgga 1336 

aggataaaca gagcacatca agatttgtaa agacaatacc aagtagagtt cagctgaaaa 1396 

gaagcaggaa tgaatgtctt caggttacca cctcctctct gccagaggaa tcttctaagt 1456 

aggccagatg gagtaagacg atttactcac tccagatata cccgctaggg acatgatgtc 1516 

atgctggttg tcccctttga gagggtgacc agcatggaga gcaactggca gatcaaaacc 1576 

cccctgccct ccatttacta agctctgaat acagatgcag gactgcttca gcccagaaaa 1636 

aggtgtacta tctcttttct aatctttctg gccagaaagg gcaccttttt ctaattcttg 1696 

acccataagg agcacctttt tttttcattt aaaaaattta attattatgg ctacataata 1756 

gttgtatata tttacagggt atatgtgatg tttccataca ggcatacact atgtaaggat 1816 

cagatcaggg taattgtgca tccatctcct caagcatgta tcatttcttt gtgttggaaa 1876 

cattccaatt acactctttt agttatttta aaatataaga aaaattattg ctaattctcc 193 6 

cagagtgttg ggattacagg cgtgagccac catgctcggt cttagaagag aataatttga 1996 

atgctcccag cataaagaaa ggataaatgt ttaaggtgat ggatatctat ctctattacc 2056 

ctgatctgat cattacacat tatgtgaatg tatcgaaata tcacatatat tccaaaaata 2116 

tgtacatcta ttatatatca ataaaaataa atatttgatt ctagaggttc tctcgagctc 2176 

acacacccag ccgagctggt cttgagaccc caagcttcag ccaggggtct ccaagtttcc 2236 

tagaacgatt ctcagtgtga tggagactgg tttcttctca aattcccaaa gctggcagac 2296 

acccagctgg atcccacctg ggcctgatca cccagttgtc tctacaataa atgaagtcag 2356 

gcaggcccac agaggcttcc aagggaccgg agagcaaact tgttcattag gcaaaattta 2416 

ctgagtgcct actctgtgcc aggcattggt gaatgctggg gtgcaacatt gaaccagtca 2476 

tggccctgcc ctcagcaagc tccaaaccca gtcagagaga tggccaataa aataagcaac 2536 

tactgtaccg aggaacaggg ctgtggcaaa caaatgacac tcatttttga atgagtgagt 2596 

gaattcaaga ttcagtgaat gaatgaagtg cagtgtattg tgctatcctg gtctggagga 2656 

tgagagaagg ctttctagaa gaggtgatag gacacctgga ggatgaataa atttagccat 2716 

gtgaagtggg gaagagagga gtattctagg cagaggaaat ggcatgtgca aatggcctgg 277 6 

ggttagaaca agatgggatg gcagaaccaa gaaaactcga atctgaatca gtcagcttag 2836 

gctgtggggg ccagggtggg atggtgtgga agagatgcta tttgtgaagt aggcaggacc 2896 
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ggggtgtaaa 
tttttaaaca 
tttcaatagt 
atttctcagt 
ctgaaagtat 
cttctatatc 
catggtgcac 
aaaggcccag 
cacaggcccc 
tcacttgtaa 
ccatctttgt 
gatacattcc 
aaagatgtgg 
acagggcctt 
ttattttgag 
cagctgtgct 
cctgggagaa 
gcaggagtta 
gctgagaagg 
ggccaagatg 
ctaacatttg 
tgtttataaa 
aatgatctga 
gacatggcag 
cacatccaac 
caagttctgt 
acctgcagga 
tcatttaaac 
gtcttaaggg 
tggagaaggc 
aggccagcat 
accccccgcc 
cctcctttac 
ttattcccag 
cgcatcctcc 
tagctgccac 
attaggttgg 
cccgtcaagg 
agaaaggtgt 



aaacactgtc 
tgcaggagag 
gcctttatcc 
tctgaccaca 
ccctgtgagc 
cactagccca 
caggaaaaat 
cctggcagcc 
tgtccttgag 
tacactggct 
accaagccca 
tgacagaggt 
catctaaaat 
tacattattg 
gtcccttctc 
ggacagaact 
tctacaaagg 
tgctattctc 
cagaaatagt 
cacaagataa 
tggggtcaga 
taagtcagca 
aagttagtta 
tggcgggaga 
accatgatgg 
ccaaatagct 
gaatggatcc 
agagaatttt 
ggtgccttct 
ccagggcagg 
caaacttaac 
atcctgcttc 
tccttcattg 
tcaccccaaa 
ctccctcgtg 
tggcatgttc 
ctaggttagg 
gcacttaaaa 
gtgttttttc 



atccatgtca 
gttggtattt 
ctgttttctg 
caagttacat 
tcagagtgtt 
gaggggcctc 
gaaattcgta 
tccaggtagc 
ttcttccagc 
accaaccact 
agccagagat 
ggtggagata 
gcaaaacaag 
ttttaaaagt 
ccaaagcaaa 
tgctaaagct 
aattcctgcc 
acagttccaa 
tcttaagaaa 
agttggggga 
gcaaaggtat 
aacttaatat 
tgaatttaga 
atctggccct 
ggcttacaca 
acccttggac 
atggatgagg 
gggatctcag 
tggtccccca 
ggtccctccc 
tgtgtcatcc 
taaacgcatg 
gtcctagatc 
gcccaatttc 
ccccctcaat 
cacaagggtt 
tcccctttat 
aaccaaaact 
ttgtcaattg 
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aagagtttag atccattcaa agaaatggga 2956 

tcaggcacca aatttaaccc aatgagaaca 3016 

gtgatgatgg aaaagcataa tgccttgtag 3076 

gtggataagt cagagccagg tggtgatact 3136 

gggttgagaa gatgaacaag gctagatcca 3196 

acattcaaga aatccttgcc tacggggatc 3256 

gtcaagacta ggaacaagta cttgggagag 3316 

aaaccacaag ataatgaaaa ttattgtact 3376 

ctagctccct ccaggatggg cttgttggat 3436 

caccatctct ggggcaaaga ttccatgatc 3496 

cgcagatctc agggtctagt tgcctggcat 3556 

catgtgttac cattgaactc cagagttgag 3616 

aagacaaata aataggagga ctgaatggga 3676 

ctcactctag aaaactccac cagagcaacc 3736 

gctatccagt gtgccatgca ggtaaagtgg 3796 

agactatcac cttgcctgta tgcaaagcct 3856 

tccccagccc caggagctga catcctgacc 3916 

tgtgtctgtg tttcaccctc atgaccaatt 397 6 

ttccagaagt agaagtcccc cctcctttag 4036 

aagagtaggc tttttatggt gaaagctgcc 4096 

agaagaagac ccacaaatta gatgtctaaa 4156 

gttctcttat cttggtcaac ataccttcaa 4216 

cccttggacc atttcagagt gccaggatat 4276 

ggaaccatcc ctttctctct ctgcatctgg 4336 

catgcatata gacccctcag cctgaacatc 4396 

ctagaagtgt ggacacttga agcatggtct 4456 

tctacagaga cctggaaagt ggcataggag 4516 

gtacccagag agtggttaag gcgggcagca 4576 

gatttctcat cccataggga tggttatctc 4636 

atccgcagct aagcatggta ctgctggcag 4696 

cagccacaac aggtctgaat atttaaagaa 4756 

cccgccttcc caagtgctgg ctttccatcg 4816 

agccctagac agggttctcg gggcccctct 4876 

caagcccctt ccaaagccct ctgttgcaag 4936 

attcacacct aggtagtaga tgcaatactc 4996 

tcctgctcca acttgggccc taagggattg 5056 

gacaaaacca aaacagaatt gatgccccca 5116 

caaagttcag ggccaagttt gaggatgtgc 5176 

cgactctaat gatggactca cgttgcccgc 5236 
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tcttcccttt ctcttacacc ttacctacct actaaaggag gagttcttgc ttggtaagtg 5296 

gatataatcc gcaaagacat gagagaattt attagaagcc actcaagagc cttagctacc 5356 

ttctacaagg ggaaaaggac acacacaaat atctatagtg accctttttt tcgtttattt 5416 

ttggtcagac tgtttaactt ccattttttt tgtcccctcc tttcttttcc cctttagttg 5476 

aaaactgcta aaatgtcagt ttgcgacctt gactttatat ttaaaaaaaa aaaaaaaaaa 5536 

<210> 2 

<211> 135 

<212> PRT 

<213> Homo sapiens 

<400> 2 

Met Ala Asp Phe Gin Leu Pro Asp Ser lie Leu Trp Cys Gin Asn Leu 
1 S 10 15 

Phe Ser Leu Pro Val Trp Gin Ser Gly His Thr Arg Glu Leu Met Leu 
20 25 30 

Gin Cys Ser Ala Leu Ser Asp Gly Glu Leu Val Tyr Lys Tyr Pro Ser 
35 40 45 

Ser Leu Thr Pro Trp Leu Arg Leu Thr Leu Gly Cys Met Phe Tyr Thr 
50 55 60 

Gly Ser Gin Gly Val Leu Thr Glu lie Lys His Pro Leu Pro Thr Val 
65 70 75 80 

lie Ala Gly Leu He Met His Leu Leu Leu Ser Pro Ser Leu Leu Cys 
85 90 95 

lie He Ser Thr Leu His Tyr Arg Gly Ser Leu Pro Ser Gin He He 
100 105 110 

Ser Thr His Phe Pro Ser Arg Leu Leu Arg He Gin He Arg Gin Ala 
115 120 125 

Leu Phe His Leu Ala He Lys 
130 135 

<210> 3 

<211> 26 

<212> DNA 

<213> Homo sapiens 



<400> 3 

ggagctaacg aaagcatgtc tgaaac 



<210> 4 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 4 

ggcaaggaac ctctgtaatg gagtg 



<210> 5 

<211> 50 

<212> DNA 

<213> Homo sapiens 



26 



25 



<400> 5 

tgataatgta tctaactggg tcccggtggg gatttctgag aacaggtggg 
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<210> 6 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 6 - 
aaaaacaata aataacagtg ccggcttccc tggagggctg agagagactc *v 



<210> 7 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 7 

aattaaattt taaaatgtct gagattgact accctgaccc agagagaaag 



<210> 8 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 8 

agaaagagtt tataataact ctgatgtctg gatatggttt aatggatccg =>u 



<210> 9 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 9 

ccaagaggga ttaaaaaggt cgagatggga gagatggagc aatacacttc iU 

<210> 10 

<211> 50 

<212> DNA 

<213> Homo sapiens 



50 



<400> 10 

gctcatgccc catctaaaag gggcagctgt aattgctctc agctgattct 

<210> 11 

<211> 2270 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (157) . . (1080) 

<223> 

<400> 11 cn 
agacagcaga gaggctgccc tgctgcaatg tcaccgtcgt cactgcctct gcaggctgca bu 

ggcacctgcc actactgcag aggactgagg ggccttggcc cagcagggac cccagggcct 120 

tgggggactg tgtgagctgg aaacgtggct ggccag atg ggc age acc atg gag 174 
' Met Gly Ser Thr Met Glu 

1 5 

ccc cct ggg ggt gcg tac ctg cac ctg ggc gec gtg aca tec cct gtg 222 
Pro Pro Gly Gly Ala Tyr Leu His Leu Gly Ala Val Thr Ser Pro Val 
10 ~ 15 20 

ggc aca gee cgc gtg ctg cag ctg gec ttt ggc tgc act acc ttc age 
Gly Thr Ala Arg Val Leu Gin Leu Ala Phe Gly Cys Thr Thr Phe Ser 
25 30 35 

ctg gtg get cac egg ggt ggc ttt gcg ggc gtc cag ggc acc ttc tgc 318 
Leu Val Ala His Arg Gly Gly Phe Ala Gly Val Gin Gly Thr Phe Cys 
40 45 50 



270 



atg gec gee tgg ggc ttc tgc ttc gee gtc tct gcg ctg gtg gtg gec 



366 
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Met Ala Ala Trp Gly Phe Cys Phe Ala Val Ser Ala Leu Val Val Ala 
55 60 65 70 

tgt gag ttc aca egg etc cac ggc tgc ctg egg etc tec tgg ggc aac 
Cys Glu Phe Thr Arg Leu His Gly Cys Leu Arg Leu Ser Trp Gly Asn 
75 80 85 

ttc acc gee gee ttc gee atg ctg gee acc ctg eta tgc gcg acg get 
Phe Thr Ala Ala Phe Ala Met Leu Ala Thr Leu Leu Cys Ala Thr Ala 
90 95 100 

gcg gtc ctg tat ccg ctg tac ttt gee egg egg gag tgt ccc ccc gag 
Ala Val Leu Tyr Pro Leu Tyr Phe Ala Arg Arg Glu Cys Pro Pro Glu 
105 110 115 

ccc gee ggc tgt get gec agg gac ttc cgc ctg gca gee agt gtc ttc 
Pro Ala Gly Cys Ala Ala Arg Asp Phe Arg Leu Ala Ala Ser Val Phe 
120 125 130 

gee ggg etc etc ttc ctg gee tac get gtg gag gtg gee ctg acg egg 
Ala Gly Leu Leu Phe Leu Ala Tyr Ala Val Glu Val Ala Leu Thr Arg 
135 140 145 150 

gee egg ccc ggc cag gtg age age tat atg gee acg gtg teg ggg etc 
Ala Arg Pro Gly Gin Val Ser Ser Tyr Met Ala Thr Val Ser Gly Leu 
155 160 165 

etc aag ate gtc cag gee ttc gtg gee tgc ate ate ttc ggg gcg ctg 
Leu Lys He Val Gin Ala Phe Val Ala Cys He He Phe Gly Ala Leu 
170 175 180 

gtc cat gac age cgc tac ggg cgc tac gtg gee acc cag tgg tgc gtg 
Val His Asp Ser Arg Tyr Gly Arg Tyr Val Ala Thr Gin Trp Cys Val 
185 190 195 

gee gtc tac age ctg tgc ttc ctg gee aca gtg gee gtg gtg gee ctg 
Ala Val Tyr Ser Leu Cys Phe Leu Ala Thr Val Ala Val Val Ala Leu 
200 205 210 

agt gtg atg ggc cac aca ggg ggc ctg ggc tgc ccc ttt gac egg ctg 
Ser Val Met Gly His Thr Gly Gly Leu Gly Cys Pro Phe Asp Arg Leu 
215 220 225 230 

gtg gtg gtg tac acc ttc ctg get gtg etc ctg tac etc age gee gee 
Val Val Val Tyr Thr Phe Leu Ala Val Leu Leu Tyr Leu Ser Ala Ala 
235 240 245 



gtg ate tgg cca gtc ttc tgt ttc gat ccc aag 
Val He Trp Pro Val Phe Cys Phe Asp Pro Lys 
250 255 

egg ccc ccc aac tgt get egg ggc age tgt ccc 
Arg Pro Pro Asn Cys Ala Arg Gly Ser Cys Pro 
265 270 

gtg gtg gec ate ttc acc tac gtc aac ctg etc 
Val Val Ala He Phe Thr Tyr Val Asn Leu Leu 
280 285 

etc gee tac tec cag agg att cgc ttc gtg ccc 



tac ggt gag ccc aaa 
Tyr Gly Glu Pro Lys 
260 

tgg gac age cag ctg 
Trp Asp Ser Gin Leu 
275 

ctg tac gtc gtt gac 
Leu Tyr Val Val Asp 
290 

age ctg tag 
Ser Leu 



414 



462 



510 



558 



606 



654 



702 



750 



798 



846 



894 



942 



990 



1038 



1080 



295 


300 


305 






cccacagtgg 


cagcccaccc 


acctctgctc 


tctggccacc agctccaggt 


tetgegaggg 


1140 


aaactcaggt 


gaaccaaagt 


gtcaagtagc 


gagcaggagg gaagecgegg 


gctcagggga 


1200 


gatgaagtac 


aacgggagag 


gtcgctcccc 


gacttccaga ctgggctcag 


agggacaagg 


1260 


gcaggacagt 


agggcagagg 


ccctgagcag 


aegcagggga gagcctcacc 


taggecaate 


1320 


cccaactcac 


tctctctcac 


catttcccag 


cgctcctggg getcagtget 


ggtcactgga 


1380 


acatcataag 


ggaaaacttt 


aaagcagctg 


ctgttgtgac ecattttgea 


gctggggacg 


1440 


tggaggctag 


aagcatttgc 


gaggcaccca 


gtacctccat tagtgtctgg 


agaccacagt 


1500 


caggctgggt 


aaggcaagct 


gaaagaggaa 


tgacttccag aggagacgaa 


cccaggagag 


1560 
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tagctgggcc 


aggcaagggg 


16U 100 PCT. 
agggaggggc gtggggagcc ggaaccactc 


ST25 

ctggttcaga 


1620 


gaggcagctc 


ccagaaccct 


gggaagagag ccctgcctgg ggagctgtgc 


cagctcacag 


1680 


agaaggagcc 


agaaatctgg 


accagcctct cccacccacg tccgggaagc 


ctctgggctg 


1740 


gtagccacag 


tgtttggaag 


caggcttcct ccggagtctc cgcaggctgg 


aggtggcgcg 


1800 


ggtggcctgg 


aagagcctgc 


agagcccggc ggcaccgagt gcacagtgga 


cggggaggac 


1860 


ctggttccgc 


catagccacg 


gagccccacc tggacactca ccattggctg 


tgacgaagca 


1920 


gcttcagcag 


tgcccggcgg 


gcatctgtgc actgtgggca tctgtggcac 


tgggagggag 


1980 


cccggctgag 


ggcggccgct 


ggacacagaa tctgggtact gcttgcctct 


gctcaagggt 


2040 


ccagttgccg 


aaactcctga 


cgccggggcc atcatcctcc aggctccagc 


cagcttctcc 


2100 


tgcacagaag 


cccagcctgg 


tccagccagg agctgaccca ctggccaccc 


ctgagtccaa 


2160 


gccgggtggg 


cagtggcaca 


acagcccctc agcccattga ctgggcccca 


ttgacgtcct 


2220 


tgagcaggaa 


ataaatgctg 


acatttatac gtaaaaaaaa aaaaaaaaaa 




2270 



<210> 12 

<211> 307 

<212> PRT 

<213> Homo sapiens 

<400> 12 

Met Gly Ser Thr Met Glu Pro Pro Gly Gly Ala Tyr Leu His Leu Gly 
15 10 15 

Ala Val Thr Ser Pro Val Gly Thr Ala Arg Val Leu Gin Leu Ala Phe 
20 25 30 

Gly Cys Thr Thr Phe Ser Leu Val Ala His Arg Gly Gly Phe Ala Gly 
35 40 45 

Val Gin Gly Thr Phe Cys Met Ala Ala Trp Gly Phe Cys Phe Ala Val 
50 55 60 

Ser Ala Leu Val Val Ala Cys Glu Phe Thr Arg Leu His Gly Cys Leu 
65 70 75 80 

Arg Leu Ser Trp Gly Asn Phe Thr Ala Ala Phe Ala Met Leu Ala Thr 
85 90 95 

Leu Leu Cys Ala Thr Ala Ala Val Leu Tyr Pro Leu Tyr Phe Ala Arg 
100 105 110 

Arg Glu Cys Pro Pro Glu Pro Ala Gly Cys Ala Ala Arg Asp Phe Arg 
115 120 125 

Leu Ala Ala Ser Val Phe Ala Gly Leu Leu Phe Leu Ala Tyr Ala Val 
130 135 140 

Glu Val Ala Leu Thr Arg Ala Arg Pro Gly Gin Val Ser Ser Tyr Met 
145 150 155 160 

Ala Thr Val Ser Gly Leu Leu Lys He Val Gin Ala Phe Val Ala Cys 
165 170 175 

He He Phe Gly Ala Leu Val His Asp Ser Arg Tyr Gly Arg Tyr Val 
180 185 190 



Page 7 





PCT/US03/09921 



WO 03/085095 



16U 100 PCT.ST25 



Ala Thr Gin Trp Cys Val Ala Val Tyr Ser Leu Cys Phe Leu Ala Thr 
195 200 205 

Val Ala Val Val Ala Leu Ser Val Met Gly His Thr Gly Gly Leu Gly 



Cvs Pro Phe Asp Arg Leu Val Val Val Tyr Thr Phe Leu Ala Val Leu 
225 230 235 240 



Leu Tyr Leu Ser Ala Ala Val lie Trp Pro Val Phe Cys Phe Asp Pro 
245 250 255 



Lvs Tyr Gly Glu Pro Lys Arg Pro Pro Asn Cys Ala Arg Gly Ser Cys 
260 ~ 265 270 



Pro Trp Asp Ser Gin Leu Val Val Ala He Phe Thr Tyr Val Asn Leu 
275 280 285 



Leu Leu Tyr Val Val Asp Leu Ala Tyr Ser Gin Arg He Arg Phe Val 
290 295 300 



Pro Ser Leu 
305 



<210> 13 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 13 

actgcagagg actgaggggc cttg 



<210> 14 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 14 

aagacactgg ttgccaggcg gaag 



<210> 15 

<211> 153 

<212> PRT 

<213> Mus musculus 

<400> 15 

Met Gly Ser Thr Met Glu Pro Pro Gly Gly Ala Tyr Leu His Leu Gly 
15 10 15 



Ala Val Thr Ser Pro Val Gly Thr Ala Arg Met Leu Gin Leu Ala Phe 
20 25 30 



Gly Cys Thr Thr Phe Ser Leu Val Ala His Arg Gly Gly Phe Gly Gly 
35 40 45 



Val Gin Gly Thr Phe Cys Met Ala Ala Trp Gly Phe Cys Phe Ala Phe 
50 " 55 60 



Ser Val Leu Val Val Ala Cys Glu Phe Thr Lys Leu His Ser Cys Leu 



210 



215 



220 



65 



70 



75 



80 



Arg Leu Ser Trp Gly Asn Phe Thr Ala Ala Phe Ala Met Leu Ala Thr 
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Leu Leu Cys Ala Thr Ala Ala Val lie Tyr Pro Leu Tyr Phe Thr Arg 
100 105 110 

Leu Glu Cys Pro Pro Glu Pro Ala Gly Cys Met Val Ala Pro Cys Gin 
115 120 125 

Arg Pro Ala Pro Glu Ser Pro Trp Lys Asp Asp Asp Val Met Thr Ala 
130 135 140 

Met Glu Tyr Leu Ser Arg His Pro Thr 
145 150 

<210> 16 

<211> 6455 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (431).. (5554) 

<223> 

<400> 16 

gctttgtgca agaaagtgca agtttcccgt tctggcttca tttttgttcc cttttgcaat 60 

cctcctggct cccccccaaa ccaagctagc aaagcaatgg ccccggttcc cccccaacgc 120 

ctgacctgcg tttactggga ggagagcggg agagggagcg cgcattctgg agcaggctgc 180 

tttgactccg accacaggct gttttgtgca ggctgtccct cttcttcaaa atcgtgcatc 240 

ccctccccga agcagcaggc agtgtgcctc cattcagcca catttggtat gcatgagcac 300 

ggctgcagag agaggggagg tggctgtttt aagaaggttc aggggctcag gcaaggctac 360 

ttgactagtc ttccaagttc caggaagcct ctgccctaat ggaatttgca ggtgtggaga 420 

tgaccatggg atg cca gag ccg tgg ggg acc gtt tat ttt eta ggc att 469 
Met Pro Glu Pro Trp Gly Thr Val Tyr Phe Leu Gly lie 
15 10 

get cag gtt ttc agt ttc ttg ttt tec tgg tgg aat ttg gaa ggg gtc 517 
Ala Gin Val Phe Ser Phe Leu Phe Ser Trp Trp Asn Leu Glu Gly Val 
15 20 25 

atg aat cag get gat get cct cga ccc eta aac tgg acc ate egg aag 565 
Met Asn Gin Ala Asp Ala Pro Arg Pro Leu Asn Trp Thr lie Arg Lys 
30 35 40 45 



ctg tgc cac gca gee ttt ctt cca tct gtc aga ctt ctg aag get cag 
Leu Cys His Ala Ala Phe Leu Pro Ser Val Arg Leu Leu Lys Ala Gin 
50 55 60 



613 



aaa tec tgg ata gaa aga gca ttt tat aaa aga gaa tgt gtc cac ate 661 
Lys Ser Trp lie Glu Arg Ala Phe Tyr Lys Arg Glu Cys Val His lie 
65 70 75 

ata ccc age acc aaa gac ccc cat agg tgt tgc tgt ggg cgt ctg ata 709 
lie Pro Ser Thr Lys Asp Pro His Arg Cys Cys Cys Gly Arg Leu lie 
80 85 90 

ggc cag cat gtt ggc etc acc ccc agt ate tec gtg ctt cag aat gag 757 
Gly Gin His Val Gly Leu Thr Pro Ser lie Ser Val Leu Gin Asn Glu 
95 100 105 

aaa aat gaa agt cgc etc tec cga aat gac ate cag tct gaa aag tgg 805 
Lys Asn Glu Ser Arg Leu Ser Arg Asn Asp lie Gin Ser Glu Lys Trp 
110 115 120 125 

tec ate age aaa cac act caa etc age cct acg gat get ttt ggg acc 853 
Ser lie Ser Lys His Thr Gin Leu Ser Pro Thr Asp Ala Phe Gly Thr 
130 135 140 

Page 9 



WO 03/085095 PCT/US03/09921 



255 260 265 



901 



949 



16U 100 PCT.ST25 

att gag ttc caa gga ggt ggc cat tec aac aaa gec atg tat gtg cga 
He Glu Phe Gin Gly Gly Gly His Ser Asn Lys Ala Met Tyr Val Arg 
145 150 155 

gta tct ttt gat aca aaa cct gat etc etc tta cac ctg atg ace aag 
Val Ser Phe Asp Thr Lys Pro Asp Leu Leu Leu His Leu Met Thr Lys 
160 165 170 

gaa tgg cag ttg gag ctt ccc aag ctt etc ate tct gtc cat ggg ggc 997 
Glu Trp Gin Leu Glu Leu Pro Lys Leu Leu He Ser Val His Gly Gly 
175 180 185 

ctg cag aac ttt gaa etc cag cca aaa etc aag caa gtc ttt ggg aaa 1045 
Leu Gin Asn Phe Glu Leu Gin Pro Lys Leu Lys Gin Val Phe Gly Lys 
190 195 200 205 

ggg etc ate aaa gca gca atg aca act gga gcg tgg ata ttc act gga 1093 
Gly Leu He Lys Ala Ala Met Thr Thr Gly Ala Trp He Phe Thr Gly 
210 215 220 

ggg gtt aac aca ggt gtt att cgt cat gtt ggc gat gec ttg aag gat 1141 
Gly Val Asn Thr Gly Val He Arg His Val Gly Asp Ala Leu Lys Asp 
225 230 235 

cat gec tct aag tct cga gga aag ata tgc acc ata ggt att gec ccc 1189 
His Ala Ser Lys Ser Arg Gly Lys He Cys Thr He Gly He Ala Pro 
240 245 250 

tgg gga att gtg gaa aac cag gag gac etc att gga aga gat gtt gtc 1237 
Trp Gly He Val Glu Asn Gin Glu Asp Leu He Gly Arg Asp Val Val 



1285 



1333 



1381 



1429 



egg cca tac cag acc atg tec aat ccc atg age aag etc act gtt etc 
Ara Pro Tyr Gin Thr Met Ser Asn Pro Met Ser Lys Leu Thr Val Leu 
270 275 280 285 

aac age atg cat tec cac ttc att ctg get gac aac ggg acc act gga 
Asn Ser Met His Ser His Phe He Leu Ala Asp Asn Gly Thr Thr Gly 
290 295 300 

aaa tat gga gca gag gtg aaa ctt cga aga caa ctg gaa aag cat att 
Lys Tyr Gly Ala Glu Val Lys Leu Arg Arg Gin Leu Glu Lys His He 
305 310 315 

tea etc cag aag ata aac aca aga ate ggt caa ggt gtt cct gtg gtg 
Ser Leu Gin Lys He Asn Thr Arg He Gly Gin Gly Val Pro Val Val 
320 325 330 

gca etc ata gtg gaa gga gga ccc aat gtg ate teg att gtt ttg gag 1477 
Ala Leu lie Val Glu Gly Gly Pro Asn Val He Ser He Val Leu Glu 
335 340 345 

tac ctt cga gac acc cct ccc gtg cca gtg gtt gtc tgt gat ggg agt 1525 
Tyr Leu Arg Asp Thr Pro Pro Val Pro Val Val Val Cys Asp Gly Ser 
350 355 360 365 

gga egg gca teg gac ate ctg gec ttt ggg cat aaa tac tea gaa gaa 1573 
Gly Arg Ala Ser Asp He Leu Ala Phe Gly His Lys Tyr Ser Glu Glu 
370 375 380 

ggc gga ctg ata aat gaa tct ttg agg gac cag ctg ttg gtg act ata 1621 
Gly Gly Leu He Asn Glu Ser Leu Arg Asp Gin Leu Leu Val Thr lie 
385 390 395 

cag aag act ttc aca tac act cga acc caa get cag cat ctg ttc ate 1669 
Gin Lys Thr Phe Thr Tyr Thr Arg Thr Gin Ala Gin His Leu Phe He 
400 " 405 410 

ate etc atg gag tgc atg aag" aag aag gaa ttg att acg gta ttt egg 1717 
He Leu Met Glu Cys Met Lys Lys Lys Glu Leu He Thr Val Phe Arg 
415 420 425 

atg gga tea gaa gga cac cag gac att gat ttg get ate ctg aca get 
Met Gly Ser Glu Gly His Gin Asp He Asp Leu Ala He Leu Thr Ala 
430 435 440 445 

tta etc aaa gga gec aat gec teg gec cca gac caa ctg age tta get 
Leu Leu Lys Gly Ala Asn Ala Ser Ala Pro Asp Gin Leu Ser Leu Ala 

Page 10 



1765 



1813 



WO 03/085095 



PCT/US03/09921 



16U 100 PCT.ST25 
450 455 460 

tta gcc tgg aac aga gtc gac ate get cgc age cag ate ttt att tac 
Leu Ala Trp Asn Arg Val Asp lie Ala Arg Ser Gin He Phe He Tyr 
465 470 475 

ggg caa cag tgg ccg gtg gga tct ctg gag caa gcc atg ttg gat gcc 
Gly Gin Gin Trp Pro Val Gly Ser Leu Glu Gin Ala Met Leu Asp Ala 
480 485 490 

tta gtt ctg gac aga gtg gat ttt gtg aaa tta etc ata gag aat gga 
Leu Val Leu Asp Arg Val Asp Phe Val Lys Leu Leu He Glu Asn Gly 
495 * 500 505 

gta age atg cac cgt ttt etc ace ate tec aga eta gag gaa ttg tac 
Val Ser Met His Arg Phe Leu Thr He Ser Arg Leu Glu Glu Leu Tyr 
510 515 520 525 

aat acg aga cat ggg ccc tea aat aca ttg tac cac ttg gtc agg gat 
Asn Thr Arg His Gly Pro Ser Asn Thr Leu Tyr His Leu Val Arg Asp 
530 535 540 

gtc aaa aag ggg aac ctg ccc cca gac tac aga ate age ctg att gac 
Val Lys Lys Gly Asn Leu Pro Pro Asp Tyr Arg He Ser Leu He Asp 
545 550 555 

ate ggc ctg gtg ate gag tac ctg atg ggc ggg get tat cgc tgc aac 2149 
He Gly Leu Val He Glu Tyr Leu Met Gly Gly Ala Tyr Arg Cys Asn 
560 565 570 

tac acg cgc aag cgc ttc egg ace etc tac cac aac etc ttc ggc ccc 2197 
Tyr Thr Arg Lys Arg Phe Arg Thr Leu Tyr His Asn Leu Phe Gly Pro 
575 580 585 



aag agg ccc aaa gcc ttg aaa ctg ctg gga atg gag gat gat att ccc 
Lys Arg Pro Lys Ala Leu Lys Leu Leu Gly Met Glu Asp Asp He Pro 
590 595 600 605 

ttg agg cga gga aga aag aca ace aag aaa cgt gaa gaa gag gtg gac 
Leu Arg Arg Gly Arg Lys Thr Thr Lys Lys Arg Glu Glu Glu Val Asp 
610 615 620 



1861 



1909 



1957 



2005 



2053 



2101 



2245 



2293 



att gac ttg gat gat cct gag ate aac cac ttc ccc ttc cct ttc cat 2341 
He Asp Leu Asp Asp Pro Glu He Asn His Phe Pro Phe Pro Phe His 
625 630 635 

gag etc atg gtg tgg get gtt etc atg aag egg cag aag atg gcc ctg 2389 
Glu Leu Met Val Trp Ala Val Leu Met Lys Arg Gin Lys Met Ala Leu 
640 645 650 

ttc ttc tgg cag cac ggt gag gag gcc atg gcc aag gcc ctg gtg gcc 2437 
Phe Phe Trp Gin His Gly Glu Glu Ala Met Ala Lys Ala Leu Val Ala 
655 660 665 

tgc aag etc tgc aaa gcc atg get cat gag gcc tct gag aac gac atg 2485 
Cys Lys Leu Cys Lys Ala Met Ala His Glu Ala Ser Glu Asn Asp Met 
670 675 680 685 

gtt gac gac att tec cag gag ctg aat cac aat tec aga gac ttt ggc 2533 
Val Asp Asp He Ser Gin Glu Leu Asn His Asn Ser Arg Asp Phe Gly 
690 695 700 

cag ctg get gtg gag etc ctg gac cag tec tac aag cag gac gaa cag 2581 
Gin Leu Ala Val Glu Leu Leu Asp Gin Ser Tyr Lys Gin Asp Glu Gin 
705 710 715 

ctg gcc atg aaa ctg ctg acg tat gag ctg aag aac tgg age aac gcc 2629 
Leu Ala Met Lys Leu Leu Thr Tyr Glu Leu Lys Asn Trp Ser Asn Ala 
720 725 730 

acg tgc ctg cag ctt gcc gtg get gcc aaa cac cgc gac ttc ate gcg 2677 
Thr Cys Leu Gin Leu Ala Val Ala Ala Lys His Arg Asp Phe He Ala 
735 740 745 

cac acg tgc age cag atg ctg etc ace gac atg tgg atg ggc egg etc 2725 
His Thr Cys Ser Gin Met Leu Leu Thr Asp Met Trp Met Gly Arg Leu 
750 755 760 765 

cgc atg cgc aag aac tea ggc etc aag gta att ctg gga att eta ctt 2773 
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Arg Met Arg Lys Asn Ser Gly Leu Lys Val lie Leu Gly lie Leu Leu 
770 775 780 

cct cct tea att etc age ttg gag ttc aag aac aaa gac gac atg ccc 
Pro Pro Ser lie Leu Ser Leu Glu Phe Lys Asn Lys Asp Asp Met Pro 
785 790 795 

tat atg tct cag gee cag gaa ate cac etc caa gag aag gag gca gaa 
Tyr Met Ser Gin Ala Gin Glu lie His Leu Gin Glu Lys Glu Ala Glu 
800 805 810 

gaa cca gag aag ccc aca aag gaa aaa gag gaa gag gac atg gag etc 
Glu Pro Glu Lys Pro Thr Lys Glu Lys Glu Glu Glu Asp Met Glu Leu 
815 820 825 

aca gca atg ttg gga cga aac aac ggg gag tec tec agg aag aag gat 
Thr Ala Met Leu Gly Arg Asn Asn Gly Glu Ser Ser Arg Lys Lys Asp 
830 835 840 845 

gaa gag gaa gtt cag age aag cac egg tta ate ccc etc ggc aga aaa 
Glu Glu Glu Val Gin Ser Lys His Arg Leu lie Pro Leu Gly Arg Lys 
850 855 860 

ate tat gaa ttc tac aat gca ccc ate gtg aag ttc tgg ttc tac aca 
lie Tyr Glu Phe Tyr Asn Ala Pro lie Val Lys Phe Trp Phe Tyr Thr 
865 870 875 

ctg gcg tat ate gga tac ctg atg etc ttc aac tat ate gtg tta gtg 
Leu Ala Tyr lie Gly Tyr Leu Met Leu Phe Asn Tyr lie Val Leu Val 
880 ' 885 890 

aag atg gaa cgc tgg ccg tec ace cag gaa tgg ate gta ate tec tat 
Lys Met Glu Arg Trp Pro Ser Thr Gin Glu Trp He Val He Ser Tyr 
895 900 905 

att ttc acc ctg gga ata gaa aag atg aga gag att ctg atg tea gag 
He Phe Thr Leu Gly He Glu Lys Met Arg Glu He Leu Met Ser Glu 
910 915 920 925 

cca ggg aag ttg eta cag aaa gtg aag gta tgg ctg cag gag tac tgg 
Pro Gly Lys Leu Leu Gin Lys Val Lys Val Trp Leu Gin Glu Tyr Trp 
930 935 940 

aat gtc acg gac etc ate gee ate ctt ctg ttt tct gtc gga atg ate 
Asn Val Thr Asp Leu He Ala He Leu Leu Phe Ser Val Gly Met He 
945 950 955 

ctt cgt etc caa gac cag ccc ttc agg agt gac ggg agg gtc ate tac 
Leu Arg Leu Gin Asp Gin Pro Phe Arg Ser Asp Gly Arg Val He Tyr 
960 965 970 

tgc gtg aac ate att tac tgg tat ate cgt etc eta gac ate ttc ggc 
Cys Val Asn He He Tyr Trp Tyr He Arg Leu Leu Asp He Phe Gly 
975 980 985 

gtg aac aag tat ttg ggc ccg tat gta atg atg att gga aaa atg atg 
Val Asn Lys Tyr Leu Gly Pro Tyr Val Met Met He Gly Lys Met Met 
990 995 1000 1005 



ata gac atg atg tac ttt gtc ate att atg 
He Asp Met Met Tyr Phe Val He He Met 
1010 1015 

age ttt ggg gtc gee agg caa gec ate ctt 
Ser Phe Gly Val Ala Arg Gin Ala He Leu 
1025 1030 



ctg gtg gtt ctg atg 
Leu Val Val Leu Met 
1020 

ttt ccc aat gag gag 
Phe Pro Asn Glu Glu 
1035 



cca tea tgg aaa ctg gee aag aac ate ttc tac atg ccc tat tgg 
Pro Ser Trp Lys Leu Ala Lys Asn He Phe Tyr Met Pro Tyr Trp 
1040 1045 1050 

atg att tat ggg gaa gtg ttt gcg gac cag ata gac cct ccc tgt 
Met He Tyr Gly Glu Val Phe Ala Asp Gin He Asp Pro Pro Cys 
1055 1060 1065 

gga cag aat gag acc cga gag gat ggt aaa ata ate cag ctg cct 
Gly Gin Asn Glu Thr Arg Glu Asp Gly Lys He He Gin Leu Pro 
1070 1075 1080 



2821 



2869 



2917 



2965 



3013 



3061 



3109 



3157 



3205 



3253 



3301 



3349 



3397 



3445 



3490 



3535 



3580 



3625 



3670 
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gee ate atg gee tgc 
Ala He Met Ala Cys 
1095 



tac etc tta gtg gca aac ate ttg ctg gtc aac etc etc att get 
Tyr Leu Leu Val Ala Asn He Leu Leu Val Asn Leu Leu He Ala 
1100 1105 1110 



gtc ttt aac aat aca 
Val Phe Asn Asn Thr 
1115 



ttt ttt gaa gta aaa teg ata tec aac caa 
Phe Phe Glu Val Lys Ser He Ser Asn Gin 
1120 1125 



gtc tgg aag ttt cag agg tat cag etc ate atg act ttc cat gaa 
Val Trp Lys Phe Gin Arg Tyr Gin Leu He Met Thr Phe His Glu 
1130 1135 1140 

agg cca gtt ctg ccc cca cca ctg ate ate ttc age cac atg ace 
Arg Pro Val Leu Pro Pro Pro Leu He He Phe Ser His Met Thr 
1145 1150 1155 



atg ata ttc cag cac ctg tgc tgc cga tgg 
Met He Phe Gin His Leu Cys Cys Arg Trp 
1160 1165 



agg aaa cac gag age 
Arg Lys His Glu Ser 
1170 



gac ccg gat gaa agg 
Asp Pro Asp Glu Arg 
1175 



gac tac ggc ctg aaa etc ttc ata ace gat 
Asp Tyr Gly Leu Lys Leu Phe He Thr Asp 
1180 1185 



gat gag etc aag aaa gta cat gac ttt gaa gag caa tgc ata gaa 
Asp Glu Leu Lys Lys Val His Asp Phe Glu Glu Gin Cys He Glu 
1190 1195 1200 

gaa tac ttc aga gaa aag gat gat egg ttc aac tea tct aat gat 
Glu Tyr Phe Arg Glu Lys Asp Asp Arg Phe Asn Ser Ser Asn Asp 
1205 1210 1215 



gag agg ata egg gtg act tea gaa agg gtg 
Glu Arg He Arg Val Thr Ser Glu Arg Val 
1220 1225 



gag aac atg tct atg 
Glu Asn Met Ser Met 
1230 



egg ctg gag gaa gtc aac gag aga gag cac tec atg aag get tea 
Arg Leu Glu Glu Val Asn Glu Arg Glu His Ser Met Lys Ala Ser 
1235 1240 1245 



etc cag ace gtg gac ate egg ctg gcg cag 
Leu Gin Thr Val Asp lie Arg Leu Ala Gin 
1250 1255 



ctg gaa gac ctt ate 
Leu Glu Asp Leu He 
1260 



ggg cgc atg gee acg gee ctg gag cgc ctg " aca ggt ctg gag egg 
Gly Arg Met Ala Thr Ala Leu Glu Arg Leu Thr Gly Leu Glu Arg 
1265 1270 1275 

gee gag tec aac aaa ate cgc teg agg ace teg tea gac tgc acg 
Ala Glu Ser Asn Lys lie Arg Ser Arg Thr Ser Ser Asp Cys Thr 
1280 1285 1290 



gac gee gee tac att gtc cgt cag age age 
Asp Ala Ala Tyr He Val Arg Gin Ser Ser 
1295 1300 

ggg aac ace ttc aag etc caa gag agt ata 
Gly Asn Thr Phe Lys Leu Gin Glu Ser He 
1310 1315 



ttc aac age cag gaa 
Phe Asn Ser Gin Glu 
1305 

gac cct gca ggt gag 
Asp Pro Ala Gly Glu 
1320 



gag ace atg tec cca act tct cca ace tta atg ccc cgt atg cga 
Glu Thr Met Ser Pro Thr Ser Pro Thr Leu Met Pro Arg Met Arg 
1325 1330 1335 



age cat tct ttc tat teg gtc aat atg aaa 
Ser His Ser Phe Tyr Ser Val Asn Met Lys 
1340 1345 



gac aaa ggt ggt ata 
Asp Lys Gly Gly He 
1350 



gaa aag ttg gaa agt att ttt aaa gaa agg tec ctg age eta cac 

Glu Lys Leu Glu Ser lie Phe Lys Glu Arg Ser Leu Ser Leu His 
1355 1360 1365 

egg get act agt tec cac tct gta gca aaa gaa ccc aaa get cct 

Arg Ala Thr Ser Ser His Ser Val Ala Lys Glu Pro Lys Ala Pro 
1370 1375 1380 



3715 



3760 



3805 



3850 



3895 



3940 



3985 



4030 



4075 



4120 



4165 



4210 



4255 



4300 



4345 



4390 



4435 



4480 



4525 



4570 
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gca gcc cct gcc aac acc ttg gcc att gtt cct gat tec aga aga 
Ala Ala Pro Ala Asn Thr Leu Ala He Val Pro Asp Ser Arg Arg 
1385 1390 1395 

cca tea teg tgt ata gac ate tat gtc tct get atg gat gag etc 
Pro Ser Ser Cys He Asp He Tyr Val Ser Ala Met Asp Glu Leu 
1400 1405 1410 



cac tgt gat ata gac cct ctg gac aat tec 
His Cys Asp He Asp Pro Leu Asp Asn Ser 
1415 1420 



gtg aac ate ctt ggg 
Val Asn He Leu Gly 
1425 



ctg ggc gag cca age ttt tea act cca gta cct tec aca gcc cct 
Leu Gly Glu Pro Ser Phe Ser Thr Pro Val Pro Ser Thr Ala Pro 
1430 1435 1440 

tea agt agt gcc tat gca aca ctt gca ccc aca gac aga cct cca 
Ser Ser Ser Ala Tyr Ala Thr Leu Ala Pro Thr Asp Arg Pro Pro 
1445 1450 1455 

age egg age att gat ttt gag gac ate acc tec atg gac act aga 
Ser Arg Ser He Asp Phe Glu Asp He Thr Ser Met Asp Thr Arg 
1460 1465 1470 

tct ttt tct tea gac tac acc cac etc cca gaa tgc caa aac ccc 
Ser Phe Ser Ser Asp Tyr Thr His Leu Pro Glu Cys Gin Asn Pro 
1475 1480 1485 

tgg gac tea gag cct ccg atg tac cac acc att gag cgt tec aaa 
Trp Asp Ser Glu Pro Pro Met Tyr His Thr He Glu Arg Ser Lys 
1490 1495 1500 

agt age cgc tac eta gcc acc aca ccc ttt ctt eta gaa gag get 
Ser Ser Arg Tyr Leu Ala Thr Thr Pro Phe Leu Leu Glu Glu Ala 
1505 1510 1515 



ccc att gtg aaa tct cat age ttt atg ttt 
Pro He Val Lys Ser His Ser Phe Met Phe 
1520 1525 



tec ccc tea agg age 
Ser Pro Ser Arg Ser 
1530 



tat tat gcc aac ttt ggg gtg cct gta aaa aca gca gaa tac aca 
Tyr Tyr Ala Asn Phe Gly Val Pro Val Lys Thr Ala Glu Tyr Thr 
1535 1540 1545 

agt att aca gac tgt att gac aca agg tgt gtc aat gcc cct caa 
Ser He Thr Asp Cys He Asp Thr Arg Cys Val Asn Ala Pro Gin 
1550 1555 1560 

gca att gcg gac aga get gcc ttc cct gga ggt ctt gga gac aaa 
Ala He Ala Asp Arg Ala Ala Phe Pro Gly Gly Leu Gly Asp Lys 
1565 1570 1575 

gtg gag gac tta act tgc tgc cat cca gag cga gaa gca gaa ctg 
Val Glu Asp Leu Thr Cys Cys His Pro Glu Arg Glu Ala Glu Leu 
1580 1585 1590 



agt cac ccc age tct 
Ser His Pro Ser Ser 
1595 



gac agt gag gag aat gag gcc aaa ggc cgc 
Asp Ser Glu Glu Asn Glu Ala Lys Gly Arg 
1600 1605 



aga gcc acc att gca ata tec tec cag gag 
Arg Ala Thr He Ala He Ser Ser Gin Glu 
1610 1615 



ggt gat aac tea gag 
Gly Asp Asn Ser Glu 
1620 



aga acc ctg tec aac aac ate act gtt ccc aag ata gag cgc gcc 
Arg Thr Leu Ser Asn Asn He Thr Val Pro Lys He Glu Arg Ala 
1625 1630 1635 

aac age tac teg gca gag gag cca agt gcg cca tat gca cac acc 
Asn Ser Tyr Ser Ala Glu Glu Pro Ser Ala Pro Tyr Ala His Thr 
1640 1645, 1650 

agg aag age ttc tec ate agt gac aaa etc gac agg cag egg aac 
Arg Lys Ser Phe Ser He Ser Asp Lys Leu Asp Arg Gin Arg Asn 
1655 1660 1665 



aca gca age ctg cga 
Thr Ala Ser Leu Arg 



aat ccc ttc cag aga 
Asn Pro Phe Gin Arg 



age aag tec tec aag 
Ser Lys Ser Ser Lys 
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1670 

ccg gag ggc cga ggg gac age ctg 
Pro Glu Gly Arg Gly Asp Ser Leu 
1685 

aca teg get ttc caa age ttt gaa 
Thr Ser Ala Phe Gin Ser Phe Glu 
1700 

tatccgccac agaaggctca agaatccagc 
cctttccttg aatcatacct gctttattct 
ggtgttaact caaaggtgac ttctgggcca 
tgccagacac aggggattta aggcatgttc 
ggagaaggaa gggttagaga tgaatgtgta 
aggggaaaca aggggcttcg agcacgctcc 
attatcaaga gttgtaggat gcagggctaa 
cacaatgaga tattctaaac ttccattctg 
gactgatgaa gagcatcctc tttattcagt 
gtcccacatc cttctcatgc caacacttct 
taacagtcat agttcacctg tctcttatct 
ttttttgaag aaaataaggg aacagaaatg 
gagttgatgt taaaaaaaca aaagtcaagt 
tagtcgagca agctcaggag aatgtaatta 
atctcacctg tcatggatga attcattcac 



16U 100 PCT.ST25 
1675 1680 

tec atg agg aga ctg tec aga 5515 
Ser Met Arg Arg Leu Ser Arg 
1690 1695 

age aag cac aac taa accttcttaa 5564 
Ser Lys His Asn 
1705 

cctaaaattc tctccaactc cagtttttcc 5624 

tagctgagca aaacaagcaa tgctttggga 5684 

cagatcaaga aagcatttga tctgacccag 5744 

acacttgetg ggcagggagg gggaagagag 5804 

tccgcagtca cagcagaaag ccatgagagc 5864 

atgecaggag gcatctgttg atttctgacc 5924 

attgeaaaat aaaataaaat agecagegta 5984 

ttttcttttc acattggctc catcactggt 6044 

ataagcegge agcaagcagt tctacctaac 6104 

gtaattgatc attataaaga aaaaacaagg 6164 

attcacttct ggtgccacaa ctgtttatcc 6224 

cctttttgta ttgeaatega aatgaaagaa 6284 

gatttattat atacagtggg cgttcaagtc 6344 

aataatttta tattttttaa tttattttgt 6404 

tgaatatgta atattgaact t 6455 



<210> 17 

<211> 1707 

<212> PRT 

<213> Homo sapiens 

<400> 17 

Met Pro Glu Pro Trp Gly Thr Val Tyr Phe Leu Gly He Ala Gin Val 
15 10 15 

Phe Ser Phe Leu Phe Ser Trp Trp Asn Leu Glu Gly Val Met Asn Gin 
20 25 30 

Ala Asp Ala Pro Arg Pro Leu Asn Trp Thr He Arg Lys Leu Cys His 
35 40 45 

Ala Ala Phe Leu Pro Ser Val Arg Leu Leu Lys Ala Gin Lys Ser Trp 
50 55 60 

He Glu Arg Ala Phe Tyr Lys Arg Glu Cys Val His He He Pro Ser 
65 70 75 80 

Thr Lys Asp Pro His Arg Cys Cys Cys Gly Arg Leu He Gly Gin His 
85 90 95 

Val Gly Leu Thr Pro Ser He Ser Val Leu Gin Asn Glu Lys Asn Glu 
100 105 110 



Ser Arg Leu Ser Arg Asn Asp He Gin Ser Glu Lys Trp Ser He Ser 
115 " 120 125 
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Lys His Thr Gin Leu Ser Pro Thr Asp Ala Phe Gly Thr lie Glu Phe 
130 135 140 

Gin Gly Gly Gly His Ser Asn Lys Ala Met Tyr Val Arg Val Ser Phe 
145 150 155 160 

Asp Thr Lys Pro Asp Leu Leu Leu His Leu Met Thr Lys Glu Trp Gin 
165 170 175 

Leu Glu Leu Pro Lys Leu Leu lie Ser Val His Gly Gly Leu Gin Asn 
180 185 190 

Phe Glu Leu Gin Pro Lys Leu Lys Gin Val Phe Gly Lys Gly Leu lie 
195 200 205 

Lys Ala Ala Met Thr Thr Gly Ala Trp lie Phe Thr Gly Gly Val Asn 
210 215 220 

Thr Gly Val He Arg His Val Gly Asp Ala Leu Lys Asp His Ala Ser 
225 230 235 240 

Lys Ser Arg Gly Lys He Cys Thr He Gly He Ala Pro Trp Gly He 
245 250 255 

Val Glu Asn Gin Glu Asp Leu He Gly Arg Asp Val Val Arg Pro Tyr 
260 265 270 

Gin Thr Met Ser Asn Pro Met Ser Lys Leu Thr Val Leu Asn Ser Met 
275 280 285 

His Ser His Phe He Leu Ala Asp Asn Gly Thr Thr Gly Lys Tyr Gly 
290 295 300 

Ala Glu Val Lys Leu Arg Arg Gin Leu Glu Lys His He Ser Leu Gin 
305 - 310 315 320 

Lys He Asn Thr Arg He Gly Gin Gly Val Pro Val Val Ala Leu He 
325 330 335 

Val Glu Gly Gly Pro Asn Val He Ser He Val Leu Glu Tyr Leu Arg 
340 345 350 

Asp Thr Pro Pro Val Pro Val Val Val Cys Asp Gly Ser Gly Arg Ala 
355 360 365 

Ser Asp He Leu Ala Phe Gly His Lys Tyr Ser Glu Glu Gly Gly Leu 
370 375 380 

He Asn Glu Ser Leu Arg Asp Gin Leu Leu Val Thr He Gin Lys Thr 
385 390 395 400 

Phe Thr Tyr Thr Arg Thr Gin Ala Gin His Leu Phe He He Leu Met 
405 410 415 

Glu Cys Met Lys Lys Lys Glu Leu He Thr Val Phe Arg Met Gly Ser 
420 425 430 

Glu Gly His Gin Asp He Asp Leu Ala He Leu Thr Ala Leu Leu Lys 
435 440 445 
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Gly Ala Asn Ala Ser Ala Pro Asp Gin Leu Ser Leu Ala Leu Ala Trp 
450 455 460 

Asn Arg Val Asp lie Ala Arg Ser Gin lie Phe lie Tyr Gly Gin Gin 
465 470 475 480 

Trp Pro Val Gly Ser Leu Glu Gin Ala Met Leu Asp Ala Leu Val Leu 
485 490 495 

Asp Arg Val Asp Phe Val Lys Leu Leu lie Glu Asn Gly Val Ser Met 
500 505 510 

His Arg Phe Leu Thr lie Ser Arg Leu Glu Glu Leu Tyr Asn Thr Arg 
515 520 525 

His Gly Pro Ser Asn Thr Leu Tyr His Leu Val Arg Asp Val Lys Lys 
530 535 540 

Gly Asn Leu Pro Pro Asp Tyr Arg lie Ser Leu lie Asp lie Gly Leu 
545 550 555 560 

Val He Glu Tyr Leu Met Gly Gly Ala Tyr Arg Cys Asn Tyr Thr Arg 
565 570 575 

Lys Arg Phe Arg Thr Leu Tyr His Asn Leu Phe Gly Pro Lys Arg Pro 
580 585 590 

Lys Ala Leu Lys Leu Leu Gly Met Glu Asp Asp He Pro Leu Arg Arg 
595 600 605 

Gly Arg Lys Thr Thr Lys Lys Arg Glu Glu Glu Val Asp He Asp Leu 
610 615 620 

Asp Asp Pro Glu He Asn His Phe Pro Phe Pro Phe His Glu Leu Met 
625 630 635 640 

Val Trp Ala Val Leu Met Lys Arg Gin Lys Met Ala Leu Phe Phe Trp 
645 650 655 

Gin His Gly Glu Glu Ala Met Ala Lys Ala Leu Val Ala Cys Lys Leu 
660 665 670 

Cys Lys Ala Met Ala His Glu Ala Ser Glu Asn Asp Met Val Asp Asp 
675 680 685 

He Ser Gin Glu Leu Asn His Asn Ser Arg Asp Phe Gly Gin Leu Ala 
690 695 700 

Val Glu Leu Leu Asp Gin Ser Tyr Lys Gin Asp Glu Gin Leu Ala Met 
705 710 715 720 

Lys Leu Leu Thr Tyr Glu Leu Lys Asn Trp Ser Asn Ala Thr Cys Leu 
725 730 735 

Gin Leu Ala Val Ala Ala Lys His Arg Asp Phe He Ala His Thr Cys 
740 745 750 



Ser Gin Met Leu Leu Thr Asp Met Trp Met Gly Arg Leu Arg Met Arg 
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755 



760 
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765 



Lys Asn Ser Gly Leu Lys Val lie Leu Gly lie Leu Leu Pro Pro Ser 
770 775 780 



lie Leu Ser Leu Glu Phe Lys Asn Lys Asp Asp Met Pro Tyr Met Ser 
785 790 795 800 



Gin Ala Gin Glu lie His Leu Gin Glu Lys Glu Ala Glu Glu Pro Glu 



Lys Pro Thr Lys Glu Lys Glu Glu Glu Asp Met Glu Leu Thr Ala Met 
820 825 830 



Leu Gly Arg Asn Asn Gly Glu Ser Ser Arg Lys Lys Asp Glu Glu Glu 
835 840 845 



Val Gin Ser Lys His Arg Leu lie Pro Leu Gly Arg Lys He Tyr Glu 
850 855 860 



Phe Tyr Asn Ala Pro He Val Lys Phe Trp Phe Tyr Thr Leu Ala Tyr 
865 870 875 880 



He Gly Tyr Leu Met Leu Phe Asn Tyr He Val Leu Val Lys Met Glu 
885 890 895 



Arg Trp Pro Ser Thr Gin Glu Trp He Val He Ser Tyr He Phe Thr 
900 905 910 



Leu Gly He Glu Lys Met Arg Glu He Leu Met Ser Glu Pro Gly Lys 
915 920 925 



Leu Leu Gin Lys Val Lys Val Trp Leu Gin Glu Tyr Trp Asn Val Thr 
930 935 940 



Asp Leu He Ala He Leu Leu Phe Ser Val Gly Met He Leu Arg Leu 
945 950 955 960 



Gin Asp Gin Pro Phe Arg Ser Asp Gly Arg Val He Tyr Cys Val Asn 
965 970 975 



Ue He Tyr Trp Tyr He Arg Leu Leu Asp He Phe Gly Val Asn Lys 
980 985 990 



Tyr Leu Gly Pro Tyr Val Met Met He Gly Lys Met Met He Asp Met 
995 1000 1005 



Met Tyr Phe Val He He Met Leu val Val Leu Met Ser Phe Gly 
1010 1015 1020 



Val Ala Arg Gin Ala He Leu Phe Pro Asn Glu Glu Pro Ser Trp 
1025 1030 1035 



Lys Leu Ala Lys Asn He Phe Tyr Met Pro Tyr Trp Met He Tyr 
1040 1045 1050 



Gly Glu Val Phe Ala Asp Gin He Asp Pro Pro Cys Gly Gin Asn 



805 



810 



815 



1055 



1060 



1065 
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Glu Thr Arg Glu Asp Gly Lys lie lie Gin Leu Pro Pro Cys Lys 
1070 1075 1080 

Thr Gly Ala Trp lie Val Pro Ala He Met Ala Cys Tyr Leu Leu 
1085 1090 1095 

Val Ala Asn He Leu Leu Val Asn Leu Leu He Ala Val Phe Asn 
1100 1105 1110 

Asn Thr Phe Phe Glu Val Lys Ser He Ser Asn Gin Val Trp Lys 
1115 1120 1125 

Phe Gin Arg Tyr Gin Leu He Met Thr Phe His Glu Arg Pro Val 
1130 1135 1140 

Leu Pro Pro Pro Leu He lie Phe Ser His Met Thr Met He Phe 
1145 1150 1155 

Gin His Leu Cys Cys Arg Trp Arg Lys His Glu Ser Asp Pro Asp 
1160 1165 1170 

Glu Arg Asp Tyr Gly Leu Lys Leu Phe He Thr Asp Asp Glu Leu 
1175 1180 1185 

Lys Lys Val His Asp Phe Glu Glu Gin Cys He Glu Glu Tyr Phe 
1190 1195 1200 

Arg Glu Lys Asp Asp Arg Phe Asn Ser Ser Asn Asp Glu Arg He 
1205 1210 1215 

Arg Val Thr Ser Glu Arg Val Glu Asn Met Ser Met Arg Leu Glu 
1220 1225 1230 

Glu Val Asn Glu Arg Glu His Ser Met Lys Ala Ser Leu Gin Thr 
1235 1240 1245 

Val Asp He Arg Leu Ala Gin Leu Glu Asp Leu He Gly Arg Met 
1250 1255 1260 

Ala Thr Ala Leu Glu Arg Leu Thr Gly Leu Glu Arg Ala Glu Ser 
1265 1270 1275 

Asn Lys He Arg Ser Arg Thr Ser Ser Asp Cys Thr Asp Ala Ala 
1280 1285 1290 

Tyr He Val Arg Gin Ser Ser Phe Asn Ser Gin Glu Gly Asn Thr 
1295 1300 1305 

Phe Lys Leu Gin Glu Ser He Asp Pro Ala Gly Glu Glu Thr Met 
1310 1315 1320 

Ser Pro Thr Ser Pro Thr Leu Met Pro Arg Met Arg Ser His Ser 
1325 1330 1335 

Phe Tyr Ser Val Asn Met Lys Asp Lys Gly Gly He Glu Lys Leu 
1340 1345 1350 

Glu Ser He Phe Lys Glu Arg Ser Leu Ser Leu His Arg Ala Thr 
1355 1360 1365 
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Ser Ser His Ser Val Ala Lys Glu Pro Lys Ala Pro Ala Ala Pro 
1370 1375 1380 

Ala Asn Thr Leu Ala He Val Pro Asp Ser Arg Arg Pro Ser Ser 
1385 1390 1395 

Cys He Asp He Tyr Val Ser Ala Met Asp Glu Leu His Cys Asp 
1400 1405 1410 

He Asp Pro Leu Asp Asn Ser Val Asn He Leu Gly Leu Gly Glu 
1415 1420 1425 

Pro Ser Phe Ser Thr Pro Val Pro Ser Thr Ala Pro Ser Ser Ser 
1430 1435 1440 

Ala Tyr Ala Thr Leu Ala Pro Thr Asp Arg Pro Pro Ser Arg Ser 
1445 1450 1455 

He Asp Phe Glu Asp He Thr Ser Met Asp Thr Arg Ser Phe Ser 
1460 1465 1470 

Ser Asp Tyr Thr His Leu Pro Glu Cys Gin Asn Pro Trp Asp Ser 
1475 1480 1485 

Glu Pro Pro Met Tyr His Thr He Glu Arg Ser Lys Ser Ser Arg 
1490 1495 1500 

Tyr Leu Ala Thr Thr Pro Phe Leu Leu Glu Glu Ala Pro He Val 
1505 1510 1515 

Lys Ser His Ser Phe Met Phe Ser Pro Ser Arg Ser Tyr Tyr Ala 
1520 1525 1530 

Asn Phe Gly Val Pro Val Lys Thr Ala Glu Tyr Thr Ser He Thr 
1535 1540 1545 

Asp Cys He Asp Thr Arg Cys Val Asn Ala Pro Gin Ala He Ala 
1550 1555 1560 

Asp Arg Ala Ala Phe Pro Gly Gly Leu Gly Asp Lys Val Glu Asp 
1565 1570 1575 

Leu Thr Cys Cys His Pro Glu Arg Glu Ala Glu Leu Ser His Pro 
1580 1585 1590 

Ser Ser Asp Ser Glu Glu Asn Glu Ala Lys Gly Arg Arg Ala Thr 
1595 1600 1605 ■ 

He Ala He Ser Ser Gin Glu Gly Asp Asn Ser Glu Arg Thr Leu 
1610 1615 1620 

Ser Asn Asn He Thr Val Pro Lys He Glu Arg Ala Asn Ser Tyr 
1625 1630 1635 

Ser Ala Glu Glu Pro Ser Ala Pro Tyr Ala His Thr Arg Lys Ser 
1640 1645 1650 

Phe Ser He Ser Asp Lys Leu Asp Arg Gin Arg Asn Thr Ala Ser 
1655 1660 1665 
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Leu Arg Asn Pro Phe Gin Arg Ser Lys Ser Ser Lys Pro Glu Gly 
1670 1675 1680 

Arg Gly Asp Ser Leu Ser Met Arg Arg Leu Ser Arg Thr Ser Ala 
1685 1690 1695 

Phe Gin Ser Phe Glu Ser Lys His Asn 
1700 1705 



<210> 18 

<211> 988 

<212> PRT 

<213> Homo sapiens 

<400> 18 

Met Lys Leu Leu Thr Tyr Glu Leu Lys Asn Trp Ser Asn Ala Thr Cys 
15 10 15 

Leu Gin Leu Ala Val Ala Ala Lys His Arg Asp Phe lie Ala His Thr 
20 25 30 

Cys Ser Gin Met Leu Leu Thr Asp Met Trp Met Gly Arg Leu Arg Met 
35 40 45 

Arg Lys Asn Ser Gly Leu Lys Val lie Leu Gly lie Leu Leu Pro Pro 
50 55 60 

Ser lie Leu Ser Leu Glu Phe Lys Asn Lys Asp Asp Met Pro Tyr Met 
65 70 75 80 

Ser Gin Ala Gin Glu lie His Leu Gin Glu Lys Glu Ala Glu Glu Pro 
85 90 95 

Glu Lys Pro Thr Lys Glu Lys Glu Glu Glu Asp Met Glu Leu Thr Ala 
100 105 110 

Met Leu Gly Arg Asn Asn Gly Glu Ser Ser Arg Lys Lys Asp Glu Glu 
115 120 125 

Glu Val Gin Ser Lys His Arg Leu lie Pro Leu Gly Arg Lys He Tyr 
130 135 140 

Glu Phe Tyr Asn Ala Pro He Val Lys Phe Trp Phe Tyr Thr Leu Ala 
145 "* 150 155 160 

Tyr He Gly Tyr Leu Met Leu Phe Asn Tyr He Val Leu Val Lys Met 
165 170 175 

Glu Arg Trp Pro Ser Thr Gin Glu Trp He Val He Ser Tyr He Phe 
180 185 190 

Thr Leu Gly He Glu Lys Met Arg Glu He Leu Met Ser Glu Pro Gly 
195 200 205 

Lys Leu Leu Gin Lys Val Lys Val Trp Leu Gin Glu Tyr Trp Asn Val 
210 215 220 

Thr Asp Leu He Ala He Leu Leu Phe Ser Val Gly Met He Leu Arg 
225 230 235 240 
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Leu Gin Asp Gin Pro Phe Arg Ser Asp Gly Arg Val lie Tyr Cys Val 
245 250 255 

Asn He He Tyr Trp Tyr He Arg Leu Leu Asp He Phe Gly Val Asn 
260 265 270 

Lys Tyr Leu Gly Pro Tyr Val Met Met He Gly Lys Met Met He Asp 
275 280 285 

Met Met Tyr Phe Val He He Met Leu Val Val Leu Met Ser Phe Gly 
290 295 300 

Val Ala Arg Gin Ala He Leu Phe Pro Asn Glu Glu Pro Ser Trp Lys 
305 310 315 320 

Leu Ala Lys Asn He Phe Tyr Met Pro Tyr Trp Met He Tyr Gly Glu 
325 330 335 

Val Phe Ala Asp Gin He Asp Pro Pro Cys Gly Gin Asn Glu Thr Arg 
340 345 350 

Glu Asp Gly Lys He He Gin Leu Pro Pro Cys Lys Thr Gly Ala Trp 
355 360 365 

He Val Pro Ala He Met Ala Cys Tyr Leu Leu Val Ala Asn He Leu 
370 375 380 

Leu Val Asn Leu Leu He Ala Val Phe Asn Asn Thr Phe Phe Glu Val 
385 390 395 400 

Lys Ser He Ser Asn Gin Val Trp Lys Phe Gin Arg Tyr Gin Leu He 
405 410 415 

Met Thr Phe His Glu Arg Pro Val Leu Pro Pro Pro Leu He He Phe 
420 425 430 

Ser His Met Thr Met He Phe Gin His Leu Cys Cys Arg Trp Arg Lys 
435 440 445 

His Glu Ser Asp Pro Asp Glu Arg Asp Tyr Gly Leu Lys Leu Phe He 
450 ~ 455 460 

Thr Asp Asp Glu Leu Lys Lys Val His Asp Phe Glu Glu Gin Cys He 
465 470 475 480 

Glu Glu Tyr Phe Arg Glu Lys Asp Asp Arg Phe Asn Ser Ser Asn Asp 
485 490 495 

Glu Arg He Arg Val Thr Ser Glu Arg Val Glu Asn Met Ser Met Arg 
500 505 510 

Leu Glu Glu Val Asn Glu Arg Glu His Ser Met Lys Ala Ser Leu Gin 
515 520 525 

Thr Val Asp He Arg Leu Ala Gin Leu Glu Asp Leu He Gly Arg Met 
530 535 540 



Ala Thr Ala Leu Glu Arg Leu Thr Gly Leu Glu Arg Ala Glu Ser Asn 
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545 550 555 560 

Lys He Arg Ser Arg Thr Ser Ser Asp Cys Thr Asp Ala Ala Tyr He 
565 570 575 

Val Arg Gin Ser Ser Phe Asn Ser Gin Glu Gly Asn Thr Phe Lys Leu 
580 585 590 

Gin Glu Ser He Asp Pro Ala Gly Glu Glu Thr Met Ser Pro Thr Ser 
595 600 605 

Pro Thr Leu Met Pro Arg Met Arg Ser His Ser Phe Tyr Ser Val Asn 
610 615 620 

Met Lys Asp Lys Gly Gly He Glu Lys Leu Glu Ser He Phe Lys Glu 
625 630 635 640 

Arg Ser Leu Ser Leu His Arg Ala Thr Ser Ser His Ser Val Ala Lys 
645 650 655 

Glu Pro Lys Ala Pro Ala Ala Pro Ala Asn Thr Leu Ala He Val Pro 
660 665 670 

Asp Ser Arg Arg Pro Ser Ser Cys He Asp He Tyr Val Ser Ala Met 
675 680 685 

Asp Glu Leu His Cys Asp He Asp Pro Leu Asp Asn Ser Val Asn He 
690 695 700 

Leu Gly Leu Gly Glu Pro Ser Phe Ser Thr Pro Val Pro Ser Thr Ala 
705 "* 710 715 720 

Pro Ser Ser Ser Ala Tyr Ala Thr Leu Ala Pro Thr Asp Arg Pro Pro 
725 730 735 

Ser Arg Ser He Asp Phe Glu Asp He Thr Ser Met Asp Thr Arg Ser 
740 745 750 

Phe Ser Ser Asp Tyr Thr His Leu Pro Glu Cys Gin Asn Pro Trp Asp 
755 760 765 

Ser Glu Pro Pro Met Tyr His Thr He Glu Arg Ser Lys Ser Ser Arg 
770 775 780 

Tyr Leu Ala Thr Thr Pro Phe Leu Leu Glu Glu Ala Pro He Val Lys 
785 790 795 800 

Ser His Ser Phe Met Phe Ser Pro Ser Arg Ser Tyr Tyr Ala Asn Phe 
805 810 815 

Gly Val Pro Val Lys Thr Ala Glu Tyr Thr Ser He Thr Asp Cys He 
820 825 830 

Asp Thr Arg Cys Val Asn Ala Pro Gin Ala He Ala Asp Arg Ala Ala 
835 840 845 

Phe Pro Gly Gly Leu Gly Asp Lys Val Glu Asp Leu Thr Cys Cys His 
850 855 860 
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Pro Glu Arg Glu Ala Glu Leu Ser His Pro Ser Ser Asp Ser Glu Glu 
865 870 875 880 



Asn Glu Ala Lys Gly Arg Arg Ala Thr He Ala He Ser Ser Gin Glu 
885 890 895 



Gly Asp Asn Ser Glu Arg Thr Leu Ser Asn Asn He Thr Val Pro Lys 
900 905 910 



He Glu Arg Ala Asn Ser Tyr Ser Ala Glu Glu Pro Ser Ala Pro Tyr 
915 920 925 



Ala His Thr Arg Lys Ser Phe Ser He Ser Asp Lys Leu Asp Arg Gin 
930 935 940 



Arg Asn Thr Ala Ser Leu Arg Asn Pro Phe Gin Arg Ser Lys Ser Ser 
945 950 955 960 



Lys Pro Glu Gly Arg Gly Asp Ser Leu Ser Met Arg Arg Leu Ser Arg 
965 970 975 



Thr Ser Ala Phe Gin Ser Phe Glu Ser Lys His Asn 



<210> 19 

<211> 1017 

<212> PRT 

<213> Homo sapiens 

<400> 19 

Gin Glu Leu Asn His Asn Ser Arg Asp Phe Gly Gin Leu Ala Val Glu 
15 10 15 



Leu Leu Asp Gin Ser Tyr Lys Gin Asp Glu Gin Leu Ala Met Lys Leu 
20 25 30 



Leu Thr Tyr Glu Leu Lys Asn Trp Ser Asn Ala Thr Cys Leu Gin Leu 
35 40 45 



Ala Val Ala Ala Lys His Arg Asp Phe He Ala His Thr Cys Ser Gin 
50 55 60 



Met Leu Leu Thr Asp Met Trp Met Gly Arg Leu Arg Met Arg Lys Asn 
65 70 75 80 



Ser Gly Leu Lys Val He Leu Gly He Leu Leu Pro Pro Ser He Leu 
85 90 95 



Ser Leu Glu Phe Lys Asn Lys Asp Asp Met Pro Tyr Met Ser Gin Ala 
100 ' 105 HO 



Gin Glu He His Leu Gin Glu Lys Glu Ala Glu Glu Pro Glu Lys Pro 
115 120 125 



Thr Lys Glu Lys Glu Glu Glu Asp Met Glu Leu Thr Ala Met Leu Gly 
130 135 140 



Arg Asn Asn Gly Glu Ser Ser Arg Lys Lys Asp Glu Glu Glu Val Gin 



980 



985 



145 



150 



155 
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Ser Lys His Arg Leu lie Pro Leu Gly Arg Lys He Tyr Glu Phe Tyr 
165 170 175 

Asn Ala Pro He Val Lys Phe Trp Phe Tyr Thr Leu Ala Tyr He Gly 
180 185 190 

Tyr Leu Met Leu Phe Asn Tyr He Val Leu Val Lys Met Glu Arg Trp 
195 200 205 

Pro Ser Thr Gin Glu Trp He Val He Ser Tyr He Phe Thr Leu Gly 
210 215 220 

He Glu Lys Met Arg Glu He Leu Met Ser Glu Pro Gly Lys Leu Leu 
225 230 235 240 

Gin Lys Val Lys Val Trp Leu Gin Glu Tyr Trp Asn Val Thr Asp Leu 
245 250 255 

He Ala He Leu Leu Phe Ser Val Gly Met He Leu Arg Leu Gin Asp 
260 265 270 

Gin Pro Phe Arg Ser Asp Gly Arg Val He Tyr Cys Val Asn He He 
275 280 285 

Tyr Trp Tyr He Arg Leu Leu Asp He Phe Gly Val Asn Lys Tyr Leu 
290 295 300 

Gly Pro Tyr Val Met Met He Gly Lys Met Met He Asp Met Met Tyr 
305 310 315 320 

Phe Val He He Met Leu Val Val Leu Met Ser Phe Gly Val Ala Arg 
325 330 335 

Gin Ala He Leu Phe Pro Asn Glu Glu Pro Ser Trp Lys Leu Ala Lys 
340 345 350 

Asn He Phe Tyr Met Pro Tyr Trp Met He Tyr Gly Glu Val Phe Ala 
355 360 365 

Asp Gin He Asp Pro Pro Cys Gly Gin Asn Glu Thr Arg Glu Asp Gly 
370 375 380 

Lys He He Gin Leu Pro Pro Cys Lys Thr Gly Ala Trp He Val Pro 
385 390 395 400 

Ala He Met Ala Cys Tyr Leu Leu Val Ala Asn He Leu Leu Val Asn 
405 410 415 

Leu Leu He Ala Val Phe Asn Asn Thr Phe Phe Glu Val Lys Ser lie 
420 425 430 

Ser Asn Gin Val Trp Lys Phe Gin Arg Tyr Gin Leu He Met Thr Phe 
435 ' 440 445 

His Glu Arg Pro Val Leu Pro Pro Pro Leu He He Phe Ser His Met 
450 455 460 

Thr Met He Phe Gin His Leu Cys Cys Arg Trp Arg Lys His Glu Ser 
465 470 475 480 
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Asp Pro Asp Glu Arg Asp Tyr Gly Leu Lys Leu Phe He Thr Asp Asp 
485 490 495 

Glu Leu Lys Lys Val His Asp Phe Glu Glu Gin Cys He Glu Glu Tyr 
500 505 510 

Phe Arg Glu Lys Asp Asp Arg Phe Asn Ser Ser Asn Asp Glu Arg He 
515 * 520 525 

Arg Val Thr Ser Glu Arg Val Glu Asn Met Ser Met Arg Leu Glu Glu 
530 535 540 

Val Asn Glu Arg Glu His Ser Met Lys Ala Ser Leu Gin Thr Val Asp 
545 550 555 560 

He Arg Leu Ala Gin Leu Glu Asp Leu He Gly Arg Met Ala Thr Ala 
565 570 575 

Leu Glu Arg Leu Thr Gly Leu Glu Arg Ala Glu Ser Asn Lys He Arg 
580 585 590 

Ser Arg Thr Ser Ser Asp Cys Thr Asp Ala Ala Tyr He Val Arg Gin 
595 600 605 

Ser Ser Phe Asn Ser Gin Glu Gly Asn Thr Phe Lys Leu Gin Glu Ser 
610 615 620 

He Asp Pro Ala Gly Glu Glu Thr Met Ser Pro Thr Ser Pro Thr Leu 
625 630 635 640 

Met Pro Arg Met Arg Ser His Ser Phe Tyr Ser Val Asn Met Lys Asp 
645 650 655 

Lys Gly Gly He Glu Lys Leu Glu Ser He Phe Lys Glu Arg Ser Leu 
660 665 670 

Ser Leu His Arg Ala Thr Ser Ser His Ser Val Ala Lys Glu Pro Lys 
675 680 685 

Ala Pro Ala Ala Pro Ala Asn Thr Leu Ala He Val Pro Asp Ser Arg 
690 695 700 

Arg Pro Ser Ser Cys He Asp He Tyr Val Ser Ala Met Asp Glu Leu 
705 710 715 720 

His Cys Asp He Asp Pro Leu Asp Asn Ser Val Asn He Leu Gly Leu 
725 730 735 

Gly Glu Pro Ser Phe Ser Thr Pro Val Pro Ser Thr Ala Pro Ser Ser 
740 7.45 750 

Ser Ala Tyr Ala Thr Leu Ala Pro Thr Asp Arg Pro Pro Ser Arg Ser 
755 760 765 

He Asp Phe Glu Asp lie Thr Ser Met Asp Thr Arg Ser Phe Ser Ser 
770 775 780 

Asp Tyr Thr His Leu Pro Glu Cys Gin Asn Pro Trp Asp Ser Glu Pro 
785 790 795 800 
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Pro Met Tyr His Thr lie Glu Arg Ser Lys Ser Ser Arg Tyr Leu Ala 
805 810 815 

Thr Thr Pro Phe Leu Leu Glu Glu Ala Pro lie Val Lys Ser His Ser 
820 825 830 

Phe Met Phe Ser Pro Ser Arg Ser Tyr Tyr Ala Asn Phe Gly Val Pro 
835 840 845 

Val Lys Thr Ala Glu Tyr Thr Ser lie Thr Asp Cys He Asp Thr Arg 
850 855 860 

Cys Val Asn Ala Pro Gin Ala He Ala Asp Arg Ala Ala Phe Pro Gly 
865 870 875 880 

Gly Leu Gly Asp Lys Val Glu Asp Leu Thr Cys Cys His Pro Glu Arg 
885 890 895 

Glu Ala Glu Leu Ser His Pro Ser Ser Asp Ser Glu Glu Asn Glu Ala 
900 905 910 

Lys Gly Arg Arg Ala Thr He Ala He Ser Ser Gin Glu Gly Asp Asn 
915 920 925 

Ser Glu Arg Thr Leu Ser Asn Asn He Thr Val Pro Lys He Glu Arg 
930 935 940 

Ala Asn Ser Tyr Ser Ala Glu Glu Pro Ser Ala Pro Tyr Ala His Thr 
945 950 955 960 

Arg Lys Ser Phe Ser He Ser Asp Lys Leu Asp Arg Gin Arg Asn Thr 
965 970 975 

Ala Ser Leu Arg Asn Pro Phe Gin Arg Ser Lys Ser Ser Lys Pro Glu 
980 985 990 

Gly Arg Gly Asp Ser Leu Ser Met Arg Lys Leu Ser Arg Thr Ser Ala 
995 1000 1005 

Phe Gin Ser Phe Glu Ser Lys His Thr 
1010 1015 



<210> 20 

<211> 736 

<212> PRT 

<213> Mus mus cuius 

<400> 20 

Met Val Leu Gly Thr Gly Thr Phe Leu Ser Ser Gin His Thr Ala Gly 
15 10 15 

Arg Leu Pro Pro Gly Ala Phe Ala Lys Gin Arg Leu Leu Cys Gly Ala 
20 25 30 

Ala Leu Leu Leu Tyr Val Ser Ala Asn Asn Pro He Gin Ala Gin Ser 
35 40 45 

Val Pro He Met Leu Ser Gin Arg Gly Leu Leu Ala Thr Cys Thr His 
% 50 55 60 
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Ser Gly Val Phe Leu Leu Pro Tyr Arg Leu Pro Pro Tyr Thr Gin Leu 
65 70 75 80 



Ala Pro Cys Gly Gin Asn Glu Thr Arg Glu Asp Gly Lys Thr He Gin 
85 90 95 



Leu Pro Pro Cys Lys Thr Gly Ala Trp He Val Pro Ala He Met Ala 
100 105 HO 



Cys Tyr Leu Leu Val Ala Asn He Leu Leu Val Asn Leu Leu He Ala 
115 120 125 



Val Phe Asn Asn Thr Phe Phe Glu Val Lys Ser He Ser Asn Gin Val 
130 135 140 



Trp Lys Phe Gin Arg Tyr Gin Leu He Met Thr Phe His Glu Arg Pro 
145 150 155 160 



val Leu Pro Pro Pro Leu He He Phe Ser His Met Thr Met He Phe 



Gin His Val Cys Cys Arg Trp Arg Lys His Glu Ser Asp Gin Asp Glu 
180 185 190 



Arg Asp Tyr Gly Leu Lys Phe Leu He Thr Gly Asp Glu Leu Arg Lys 
195 200 205 



Val His Asp Phe Glu Glu Gin Cys He Glu Glu Tyr Phe Arg Glu Lys 
210 215 220 



Asp Asp Arg Phe Asn Ser Ser Asn Asp Glu Arg He Arg Val Thr Ser 
225 230 235 240 



Glu Arg Val Glu Asn Met Ser Met Arg Leu Glu Glu Val Asn Glu Arg 
245 250 255 



Glu His Ser Met Lys Ala Ser Leu Gin Thr Val Asp He Arg Leu Ala 
260 265 270 



Gin Leu Glu Asp Leu He Gly Arg Met Ala Thr Ala Leu Glu Arg Leu 
275 280 285 



Thr Gly Leu Glu Arg Ala Glu Ser Asn Lys He Arg Ser Arg Thr Ser 
290 295 300 



Ser Asp Cys Thr Asp Ala Ala Tyr He Val Arg Gin Ser Ser Phe Asn 
305 310 315 320 



Ser Gin Glu Gly Asn Thr Phe Lys Leu Gin Glu Ser He Asp Pro Ala 
325 330 335 



Gly Glu Glu Thr He Ser Pro Thr Ser Pro Thr Leu Met Pro Arg Met 
340 345 350 



Arg Ser His Ser Phe Tyr Ser Val Asn Val Lys Asp Lys Gly Gly He 
355 360 365 



Glu Lys Leu Glu Ser He Phe Lys Glu Arg Ser Leu Ser Leu His Arg 
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370 375 380 

Ala Thr Ser Ser His Ser Val Ala Lys Glu Pro Lys Ala Pro Ala Ala 
385 390 395 400 

Pro Ala Asn Thr Leu Ala He Val Pro Asp Ser Arg Arg Pro Ser Ser 
405 410 415 

Cys He Asp He Tyr Val Ser Ala Met Asp Glu Leu His Cys Asp He 
420 425 430 

Glu Pro Leu Asp Asn Ser Met Asn He Leu Gly Leu Gly Glu Pro Ser 
435 440 445 

Phe Ser Ala Leu Ala Pro Ser Thr Thr Pro Ser Ser Ser Ala Tyr Ala 
450 455 460 

Thr Leu Ala Pro Thr Asp Arg Pro Pro Ser Arg Ser He Asp Phe Glu 
465 470 475 480 

Asp Leu Thr Ser Met Asp Thr Arg Ser Phe Ser Ser Asp Tyr Thr His 
485 490 495 

Leu Pro Glu Cys Gin Asn Pro Trp Asp Thr Asp Pro Pro Thr Tyr His 
500 505 510 

Thr He Glu Arg Ser Lys Ser Ser Arg Tyr Leu Ala Thr Thr Pro Phe 
515 520 525 

Leu Leu Glu Glu Ala Pro He Val Lys Ser His Ser Phe Met Phe Ser 
530 535 540 

Pro Ser Arg Ser Tyr Tyr Ala Asn Phe Gly Val Pro Val Lys Thr Ala 
545 550 555 560 

Glu Tyr Thr Ser He Thr Asp Cys He Asp Thr Arg Cys Val Asn Ala 
565 570 575 

Pro Gin Ala He Ala Asp Arg Ala Thr Phe Pro Gly Gly Leu Gly Asp 
580 585 590 

Lys Val Glu Asp Leu Ser Cys Cys His Pro Glu Arg Glu Ala Glu Leu 
595 600 605 

Ser His Pro Ser Ser Asp Ser Glu Glu Asn Glu Ala Arg Gly Gin Arg 
610 615 620 

Ala Ala Asn Pro He Ser Ser Gin Glu Ala Glu Asn Ala Asp Arg Thr 
625 630 635 640 

Leu Ser Asn Asn He Thr Val Pro Lys He Glu Arg Ala Asn Ser Tyr 
645 650 655 

Ser Ala Glu Glu Pro Asn Val Pro Tyr Ala His Thr Arg Lys Ser Phe 
660 665 670 

Ser He Ser Asp Lys Leu Asp Arg Gin Arg Asn Thr Ala Ser Leu Arg 
675 680 685 
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Asn Pro Phe Gin Arg Lys Thr lie Leu Gin Tyr Thr Pro Asn Lys Leu 
690 695 700 

Tyr Pro Glu Cys Leu Leu Ser Ser Ser Thr Gly Ala Val Glu Leu Tyr 
705 710 715 720 



Asp Pro Ala Glu Ala lie Leu Leu Ala Ala Phe Leu Asp Gly Gly Tyr 
725 730 735 



<210> 21 

<211> 24 

<212> DMA 

<213> Homo sapiens 

<400> 21 

gctttagcct ggaacagagt cgac 



<210> 22 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 22 

gtctttcttc ctcgcctcaa ggga 



<210> 23 

<211> 23 

<212> DNA 

<213> Homo sapiens 

<400> 23 

gaccaaggaa tggcagttgg age 



<210> 24 

<211> 24 

<212> DNA 

<213> Homo sapiens 

<400> 24 

gtggtcccgt tgtcagccag aatg 



<210> 25 

<211> 3456 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (342) . . (1535) 

<223> 

<400> 25 

ggaeggtcca gaggtgtcga aatgtcctgg ggacctgagc agcagccacc agggaagagg 

cagggaggga gctgaggacc aggcttggtt gtgagaatcc ctgagcccag gcggtagatg 

ccaggaggtg tctggactgg ctgggccatg cctgggctga cctgtccagc cagggagagg 

gtgtgagggc agatctgggg gtgeccagat ggaaggaggc aggcatgggg gacacccaag 

gccccctggc agcaccatga actaagcagg acacctggag gggaagaact gtggggacct 

ggaggcctcc aacgactcct tcctgcttcc tggacaggac t atg get gtg cag gga 

Met Ala Val Gin Gly 
1 5 

tec cag aga aga ctt ctg ggc tec etc aac tec ace ccc aca gee ate 
Ser Gin Arg Arg Leu Leu Gly Ser Leu Asn Ser Thr Pro Thr Ala lie 
10 15 20 

ccc cag ctg ggg ctg get gee aac cag aca gga gee egg tgc ctg gag 
Pro Gin Leu Gly Leu Ala Ala Asn Gin Thr Gly Ala Arg Cys Leu Glu 
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500 



548 



596 



644 



16D 100 PCT.ST25 
25 30 35 

gtg tec ate tct gac ggg etc ttc etc age ctg ggg ctg gtg age ttg 
Val Ser lie Ser Asp Gly Leu Phe Leu Ser Leu Gly Leu Val Ser Leu 
40 45 50 

gtg gag aac gcg ctg gtg gtg gee acc ate gee aag aac egg aac ctg 
Val Glu Asn Ala Leu Val Val Ala Thr lie Ala Lys Asn Arg Asn Leu 
55 60 65 

cac tea ccc atg tac tgc ttc ate tgc tgc ctg gee ttg teg gac ctg 
His Ser Pro Met Tyr Cys Phe He Cys Cys Leu Ala Leu Ser Asp Leu 
70 75 80 85 

ctg gtg age ggg age aac gtg ctg gag acg gee gtc ate etc ctg ctg 
Leu Val Ser Gly Ser Asn Val Leu Glu Thr Ala Val He Leu Leu Leu 
90 95 100 

gag gee ggt gca ctg gtg gee egg get gcg gtg ctg cag cag ctg gac 
Glu Ala Gly Ala Leu Val Ala Arg Ala Ala Val Leu Gin Gin Leu Asp 
105 110 115 

aat gtc act gac gtg ate acc tgc age tec atg ctg tec age etc tgc 
Asn val Thr Asp Val He Thr Cys Ser Ser Met Leu Ser Ser Leu Cys 
120 125 130 

ttc ctg ggc gee ate gee gtg gac cgc tac ate tec ate ttc tac gca 
Phe Leu Gly Ala He Ala Val Asp Arg Tyr He Ser He Phe Tyr Ala 
135 140 145 

ctg cgc tac cac age ate gtg acc ctg ccg egg gcg egg cga gee gtt 
Leu Arg Tyr His Ser He Val Thr Leu Pro Arg Ala Arg Arg Ala Val 
150 155 160 165 

gcg gee ate tgg gtg gee agt gtc gtc ttc age acg etc ttc ate gee 
Ala Ala He Trp Val Ala Ser Val Val Phe Ser Thr Leu Phe He Ala 
170 175 180 

tac tac gac cac gtg gee gtc ctg ctg tgc etc gtg gtc ttc ttc ctg 
Tyr Tyr Asp His Val Ala Val Leu Leu Cys Leu Val Val Phe Phe Leu 
185 190 / 195 

get atg ctg gtg etc atg gee gtg ctg tac gtc cac atg ctg gec egg 
Ala Met Leu Val Leu Met Ala Val Leu Tyr Val His Met Leu Ala Arg 
200 205 210 

gec tgc cag cac gec cag ggc ate gee egg etc cac aag agg cag cgc 
Ala Cys Gin His Ala Gin Gly He Ala Arg Leu His Lys Arg Gin Arg 
215 220 225 

ccg gtc cac cag ggc ttt ggc ctt aaa ggc get gtc acc etc acc ate 
Pro Val His Gin Gly Phe Gly Leu Lys Gly Ala Val Thr Leu Thr He 
230 235 240 245 

ctg ctg ggc att ttc ttc etc tgc tgg ggc ccc ttc ttc ctg cat etc 1124 
Leu Leu Gly He Phe Phe Leu Cys Trp Gly Pro Phe Phe Leu His Leu 
250 255 260 

aca etc ate gtc etc tgc ccc gag cac ccc acg tgc ggc tgc ate ttc 1172 
Thr Leu He Val Leu Cys Pro Glu His Pro Thr Cys Gly Cys He Phe 
265 270 275 

aag aac ttc aac etc ttt etc gee etc ate ate tgc aat gee ate ate 
Lys Asn Phe Asn Leu Phe Leu Ala Leu He He Cys Asn Ala He He 
280 285 290 

gac ccc etc ate tac gee ttc cac age cag gag etc cgc agg acg etc 1268 
Asp Pro Leu He Tyr Ala Phe His Ser Gin Glu Leu Arg Arg Thr Leu 
295 300 305 

aag gag gtg ctg aca tgc tec tgc tct cag gac cgt gec etc gtc age 1316 
Lys Glu Val Leu Thr Cys Ser Cys Ser Gin Asp Arg Ala Leu Val Ser 
310 315 320 325 

tgg gat gtg aag tct ctg ggt gga agt gtg tgc caa gag eta etc cca 1364 
Trp Asp Val Lys Ser Leu Gly Gly Ser Val Cys Gin Glu Leu Leu Pro 
330 ' 335 340 

cag cag ccc cag gag aag ggg ctt tgt gac cag aaa get tea tec aca 1412 
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932 



980 
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Gin Gin Pro Gin Glu Lys Gly Leu Cys Asp Gin Lys Ala Ser Ser Thr 
345 350 355 

gcc ttg cag egg etc ctg caa aag gag cct aga gga agg acg age agg 1460 
Ala Leu Gin Arg Leu Leu Gin Lys Glu Pro Arg Gly Arg Thr Ser Arg 
360 365 370 

tgc age agg gcc cca gtc ccc tec act ctt gac get gtc eta get gca 1508 
Cys Ser Arg Ala Pro Val Pro Ser Thr Leu Asp Ala Val Leu Ala Ala 
375 380 385 

gaa gag gcg ggt tec cag cct tec ctg tgaccacatg tgacctcagc 1555 
Glu Glu Ala Gly Ser Gin Pro Ser Leu 
390 395 

egggacacat ccctttgctg gccctggccc tgagtccctc cagecatgat gagccgtgaa 1615 

tgggaccatc cctgtccact ctgagatgee tggaaggggg ctcagtgcag agactgagca 1675 

ctcagtcagc ccccttcctg ggacaggctc aatggaggct geagggecat cagccgactc 1735 

ctacgcaggc tcagtcagca gccccctggc cagccccacc cctgactgcc ggcctcagaa 1795 

ctgggagctg cttcctggca gggcccgcct ctgctgggag aceggaegtt ctgggaagtc 1855 

atcagtgatg agcatggcat cgaccccagc ggcaactacg tgggegaetc ggacttgcag 1915 

ctggagcgga teagegtcta ctacaacgag gcctcttctc acaagtacgt gcctcgagcc 1975 

attctggtgg acctggaacc eggaaccatg gacagtgtcc gctcaggggc ctttggacat 2035 

ctcttcaggc ctgacaattt catctttggt cagagtgggg ccggcaacaa ctgggccaag 2095 

ggtcactaca eggaggggge ggagctggtg gatteggtec tggatgtggt geggaaggag 2155 

tgtgaaaact gcgactgcct gcagggcttc cagctgaccc actcgctggg gggcggcacg 2215 

ggctccggca tgggcacgtt gctcatcagc aaggtgcgtg aggagtatcc cgaccgcatc 2275 

atgaacacct teagegtegt gccctcaccc aaggtgtcag acacggtggt ggagccctac 2335 

aacgccacgc tgtccatcca ccagctggtg gagaacaegg atgagaccta ctgcatcgac 2395 

aacgaggege tctacgacat ctgcttccgc accctcaagc tggccacgcc cacctacggg 2455 

gacctcaacc acctggtatc ggccaccatg ageggagtea ccacctcctt gcgcttcccg 2515 

ggccagctca acgctgacct gcgcaagctg gccgtcaaca tggtgccctt cccgcgcctg 2575 

cacttcttca tgcccggctt cgcccccctc acagcccggg gcagccagca gtaccgggcc 2635 

ctgaccgtgc ccgagctcac ccagcagatg ttcgatgeca agaacatgat ggccgcctgc 2695 

gacccgcgcc acggccgcta ectgaeggtg gccaccgtgt tccggggccg catgtccatg 2755 

aaggaggtgg acgagcagat gctggccatc cagagcaaga acagcagcta cttcgtggag 2815 

tggatcccca acaacgtgaa ggtggccgtg tgtgacatcc cgccccgcgg cctcaagatg 2875 

tcctccacct teategggaa cagcacggcc atccaggagc tgttcaagcg catctccgag 2935 

cagttcaegg ccatgttccg gcgcaaggcc ttcctgcact ggtacacggg cgagggcatg 2995 

gacgagatgg agttcaccga ggecgagage aacatgaacg acctggtgtc cgagtaccag 3055 

cagtaccagg acgccacggc cgaggaagag ggcgagatgt acgaagacga cgaggaggag 3115 

tcggaggccc agggccccaa gtgaagctgc tegcagctgg agtgagaggc aggtggcggc 3175 

eggggecgaa gecagcagtg tctaaacccc cggagccatc ttgetgeega caccctgctt 3235 

tcccctcgcc ctagggctcc cttgccgccc tectgeagta tttatggcct cgtcctcccc 3295 

acctaggcca cgtgtgagct gctcctgtct ctgtcttatt gcagctccag gectgaegtt 3355 

ttacggtttt gttttttact ggtttgtgtt tatattttcg gggatactta ataaatctat 3415 

tgctgtcaga taaaaaaaaa aaaaaaaaaa aaaaaaaaaa a 3456 
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<210> 26 

<211> 398 

<212> PRT 

<213> Homo sapiens 

<400> 26 

Met Ala Val Gin Gly Ser Gin Arg Arg Leu Leu Gly Ser Leu Asn Ser 
15 10 15 

Thr Pro Thr Ala lie Pro Gin Leu Gly Leu Ala Ala Asn Gin Thr Gly 
20 25 30 

Ala Arg Cys Leu Glu Val Ser lie Ser Asp Gly Leu Phe Leu Ser Leu 
35 40 45 

Gly Leu Val Ser Leu Val Glu Asn Ala Leu Val Val Ala Thr He Ala 
50 55 60 

Lys Asn Arg Asn Leu His Ser Pro Met Tyr Cys Phe He Cys Cys Leu 
65 70 75 80 

Ala Leu Ser Asp Leu Leu Val Ser Gly Ser Asn Val Leu Glu Thr Ala 
85 90 95 

Val He Leu Leu Leu Glu Ala Gly Ala Leu Val Ala Arg Ala Ala Val 
100 105 110 

Leu Gin Gin Leu Asp Asn Val Thr Asp Val He Thr Cys Ser Ser Met 
115 120 125 

Leu Ser Ser Leu Cys Phe Leu Gly Ala He Ala Val Asp Arg Tyr He 
130 135 140 

Ser He Phe Tyr Ala Leu Arg Tyr His Ser He Val Thr Leu Pro Arg 
145 150 155 160 

Ala Arg Arg Ala Val Ala Ala He Trp Val Ala Ser Val Val Phe Ser 
165 170 175 

Thr Leu Phe He Ala Tyr Tyr Asp His Val Ala Val Leu Leu Cys Leu 
180 185 190 

Val Val Phe Phe Leu Ala Met Leu Val Leu Met Ala Val Leu Tyr Val 
195 200 205 

His Met Leu Ala Arg Ala Cys Gin His Ala Gin Gly He Ala Arg Leu 
210 215 220 

His Lys Arg Gin Arg Pro Val His Gin Gly Phe Gly Leu Lys Gly Ala 
225 230 235 240 

Val Thr Leu Thr He Leu Leu Gly He Phe Phe Leu Cys Trp Gly Pro 
245 250 255 

Phe Phe Leu His Leu Thr Leu He Val Leu Cys Pro Glu His Pro Thr 
260 265 270 

Cys Gly Cys He Phe Lys Asn Phe Asn Leu Phe Leu Ala Leu He He 
275 280 285 
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Cys Asn Ala lie lie Asp Pro Leu He Tyr Ala Phe His Ser Gin Glu 
290 295 300 

Leu Arg Arg Thr Leu Lys Glu Val Leu Thr Cys Ser Cys Ser Gin Asp 
305 310 315 320 

Arg Ala Leu Val Ser Trp Asp Val Lys Ser Leu Gly Gly Ser Val Cys 
325 330 335 

Gin Glu Leu Leu Pro Gin Gin Pro Gin Glu Lys Gly Leu Cys Asp Gin 
340 345 350 

Lys Ala Ser Ser Thr Ala Leu Gin Arg Leu Leu Gin Lys Glu Pro Arg 
355 360 365 

Gly Arg Thr Ser Arg Cys Ser Arg Ala Pro Val Pro Ser Thr Leu Asp 
370 375 380 

Ala Val Leu Ala Ala Glu Glu Ala Gly Ser Gin Pro Ser Leu 
385 390 395 

<210> 27 

<211> 398 

<212> PRT 

<213> Homo sapiens 

<400> 27 

Met Ala Val Gin Gly Ser Gin Arg Arg Leu Leu Gly Ser Leu Asn Ser 
15 10 15 

Thr Pro Thr Ala He Pro Gin Leu Gly Leu Ala Ala Asn Gin Thr Gly 
20 25 30 

Ala Arg Cys Leu Glu Val Ser He Ser Asp Gly Leu Phe Leu Ser Leu 
35 40 45 

Gly Leu Val Ser Leu Val Glu Asn Ala Leu Val Val Ala Thr He Ala 
50 55 60 

Lys Asn Arg Asn Leu His Ser Pro Met Tyr Cys Phe He Cys Cys Leu 
65 70 75 80 

Ala Leu Ser Asp Leu Leu Val Ser Gly Ser Asn Val Leu Glu Thr Ala 
85 90 95 

Val He Leu Leu Leu Glu Ala Gly Ala Leu Val Ala Arg Ala Ala Val 
100 105 110 

Leu Gin Gin Leu Asp Asn Val Thr Asp Val He Thr Cys Ser Ser Met 
115 120 125 

Leu Ser Ser Leu Cys Phe Leu Gly Ala He Ala Val Asp Arg Tyr He 
130 135 140 

Ser He Phe Tyr Ala Leu Arg Tyr His Ser He Val Thr Leu Pro Arg 
145 150 155 160 

Ala Arg Gin Ala Val Ala Ala He Trp Val Ala Ser Val Val Phe Ser 
165 170 175 
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Thr Leu Phe lie Ala Tyr Tyr Asp His Val Ala Val Leu Leu Cys Leu 
180 185 190 

Val Val Phe Phe Leu Ala Met Leu Val Leu Met Ala Val Leu Tyr Val 
195 200 205 

His Met Leu Ala Arg Ala Cys Gin His Ala Gin Gly lie Ala Arg Leu 
210 215 220 

His Lys Arg Gin Arg Pro Val His Gin Gly Phe Gly Leu Lys Gly Ala 
225 230 235 240 

Val Thr Leu Thr lie Leu Leu Gly lie Phe Phe Leu Cys Trp Gly Pro 
245 250 255 

Phe Phe Leu His Leu Thr Leu lie Val Leu Cys Pro Glu His Pro Thr 
260 265 270 

Cys Gly Cys lie Phe Lys Asn Phe Asn Leu Phe Leu Ala Leu lie He 
275 280 285 

Cys Asn Ala He He Asp Pro Leu He Tyr Ala Phe His Ser Gin Glu 
290 295 300 

Leu Arg Arg Thr Leu Lys Glu Val Leu Thr Cys Ser Cys Ser Gin Asp 
305 310 315 320 

Arg Ala Leu Val Ser Trp Asp Val Lys Ser Leu Gly Gly Ser Val Cys 
325 330 335 

Gin Glu Leu Leu Pro Gin Gin Pro Gin Glu Lys Gly Leu Cys Asp Gin 
340 345 350 

Lys Ala Ser Ser Thr Ala Leu Gin Arg Leu Leu Gin Lys Glu Pro Arg 
355 360 365 

Gly Arg Thr Ser Arg Cys Ser Arg Ala Pro Val Pro Ser Thr Leu Asp 
370 375 380 

Ala Val Leu Ala Ala Glu Glu Ala Gly Ser Gin Pro Ser Leu 
385 390 395 



<210> 28 

<211> 398 

<212> PRT 

<213> Homo sapiens 

<400> 28 

Met Ala Val Gin Gly Ser Gin Arg Arg Leu Leu Gly Ser Leu Asn Ser 
15 10 15 

Thr Pro Thr Ala He Pro Gin Leu Gly Leu Ala Ala Asn Gin Thr Gly 
20 25 30 

Ala Arg Cys Leu Glu Val Ser He Ser Asp Gly Leu Phe Leu Ser Leu 
35 40 45 

Gly Leu Val Ser Leu Val Glu Asn Ala Leu Val Val Ala Thr He Ala 
50 55 60 
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Lys Asn Arg Asn Leu His Ser Pro Met Tyr Cys Phe lie Cys Cys Leu 
65 70 75 80 

Ala Leu Ser Asp Leu Leu Val Ser Gly Ser Asn Val Leu Glu Thr Ala 
85 90 95 

Val lie Leu Leu Leu Glu Ala Gly Ala Leu Val Ala Arg Ala Ala Val 
100 105 110 

Leu Gin Gin Leu Asp Asn Val He Asp Val He Thr Cys Ser Ser Met 
115 120 125 

Leu Ser Ser Leu Cys Phe Leu Gly Ala He Ala Val Asp Arg Tyr He 
130 135 140 

Ser He Phe Tyr Ala Leu Arg Tyr His Ser He Val Thr Leu Pro Arg 
145 150 155 160 

Ala Arg Arg Ala Val Ala Ala He Trp Val Ala Ser Val Val Phe Ser 
165 170 175 

Thr Leu Phe He Ala Tyr Tyr Asp His Val Ala Val Leu Leu Cys Leu 
180 185 190 

Val Val Phe Phe Leu Ala Met Leu Val Leu Met Ala Val Leu Tyr Val 
195 200 205 

His Met Leu Ala Arg Ala Cys Gin His Ala Gin Gly He Ala Arg Leu 
210 215 220 

His Lys Arg Gin Arg Pro Val His Gin Gly Phe Gly Leu Lys Gly Ala 
225 230 235 240 

Val Thr Leu Thr He Leu Leu Gly He Phe Phe Leu Cys Trp Gly Pro 
245 250 255 

Phe Phe Leu His Leu Thr Leu He Val Leu Cys Pro Glu His Pro Thr 
260 265 270 

Cys Gly Cys He Phe Lys Asn Phe Asn Leu Phe Leu Ala Leu He He 
275 " 280 285 

Cys Asn Ala He He Asp Pro Leu He Tyr Ala Phe His Ser Gin Glu 
290 295 300 

Leu Arg Arg Thr Leu Lys Glu Val Leu Thr Cys Ser Cys Ser Gin Asp 
305 310 315 320 

Arg Ala Leu Val Ser Trp Asp Val Lys Ser Leu Gly Gly Ser Val Cys 
325 330 335 

Gin Glu Leu Leu Pro Gin Gin Pro Gin Glu Lys Gly Leu Cys Asp Gin 
340 345 350 

Lys Ala Ser Ser Thr Ala Leu Gin Arg Leu Leu Gin Lys Glu Pro Arg 
355 360 365 

Gly Arg Thr Ser Arg Cys Ser Arg Ala Pro Val Pro Ser Thr Leu Asp 
370 375 380 
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Ala Val Leu Ala Ala Glu Glu Ala Gly Ser Gin Pro Ser Leu 
385 390 395 



<210> 29 

<211> 398 

<212> PRT 

<213> Homo sapiens 

<400> 29 

Met Ala Val Gin Gly Ser Gin Arg Arg Leu Leu Gly Ser Leu Asn Ser 
15 10 15 

Thr Pro Thr Ala lie Pro Gin Leu Gly Leu Ala Ala Asn Gin Thr Gly 
20 25 30 

Ala Arg Cys Leu Glu Val Ser lie Ser Asp Gly Leu Phe Leu Ser Leu 
35 40 45 

Gly Leu Val Ser Leu Val Glu Asn Ala Leu Val Val Ala Thr He Ala 
50 55 60 

Lys Asn Arg Asn Leu His Ser Pro Met Tyr Cys Phe He Cys Cys Leu 
65 * 70 75 80 

Ala Leu Ser Asp Leu Leu Val Ser Gly Ser Asn Val Leu Glu Thr Ala 
85 90 95 

Val He Leu Leu Leu Glu Ala Gly Ala Leu Val Ala Arg Ala Ala Val 
100 105 HO 

Leu Gin Gin Leu Asp Asn Val He Asp Val He Thr Cys Ser Ser Met 
115 120 125 

Leu Ser Ser Leu Cys Phe Leu Gly Ala He Ala Val Asp Arg Tyr He 
. 130 135 . 140 

Ser He Phe Tyr Ala Leu Arg Tyr His Ser He Val Thr Leu Pro Arg 
145 150 155 160 

Ala Arg Gin Ala Val Ala Ala He Trp Val Ala Ser Val Val Phe Ser 
165 170 175 

Thr Leu Phe He Ala Tyr Tyr Asp His Val Ala Val Leu Leu Cys Leu 
180 185 190 

Val Val Phe Phe Leu Ala Met Leu Val Leu Met Ala Val Leu Tyr Val 
195 200 205 

His Met Leu Ala Arg Ala Cys Gin His Ala Gin Gly He Ala Arg Leu 
210 215 220 

His Lys Arg Gin Arg Pro Val His Gin Gly Phe Gly Leu Lys Gly Ala 
225 ~ 230 235 240 

Val Thr Leu Thr He Leu Leu Gly He Phe Phe Leu Cys Trp Gly Pro 
245 250 255 

Phe Phe Leu His Leu Thr Leu He Val Leu Cys Pro Glu His Pro Thr 
260 265 270 
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Cys Gly Cys lie Phe Lys Asn Phe Asn Leu Phe Leu Ala Leu He He 
275 280 285 

Cys Asn Ala He He Asp Pro Leu He Tyr Ala Phe His Ser Gin Glu 
290 295 300 

Leu Arg Arg Thr Leu Lys Glu Val Leu Thr Cys Ser Cys Ser Gin Asp 
305 310 315 320 

Arg Ala Leu Val Ser Trp Asp Val Lys Ser Leu Gly Gly Ser Val Cys 
325 330 335 

Gin Glu Leu Leu Pro Gin Gin Pro Gin Glu Lys Gly Leu Cys Asp Gin 
340 345 350 

Lys Ala Ser Ser Thr Ala Leu Gin Arg Leu Leu Gin Lys Glu Pro Arg 
355 360 365 

Gly Arg Thr Ser Arg Cys Ser Arg Ala Pro Val Pro Ser Thr Leu Asp 
370 375 380 

Ala Val Leu Ala Ala Glu Glu Ala Gly Ser Gin Pro Ser Leu 
390 395 



385 




<210> 


30 


<211> 


317 


<212> 


PRT 


<213> 


Homo 


<400> 


30 



Met Ala Val Gin Gly Ser Gin Arg Arg Leu Leu Gly Ser Leu Asn Ser 
15 10 15 

Thr Pro Thr Ala He Pro Gin Leu Gly Leu Ala Ala Asn Gin Thr Gly 
20 25 30 

Ala Arg Cys Leu Glu Val Ser He Ser Asp Gly Leu Phe Leu Ser Leu 
35 40 45 

Gly Leu Val Ser Leu Val Glu Asn Ala Leu Val Val Ala Thr He Ala 
50 55 60 

Lys Asn Arg Asn Leu His Ser Pro Met Tyr Cys Phe He Cys Cys Leu 
65 70 75 80 

Ala Leu Ser Asp Leu Leu Val Ser Gly Ser Asn Val Leu Glu Thr Ala 
85 90 95 

Val He Leu Leu Leu Glu Ala Gly Ala Leu Val Ala Arg Ala Ala Val 
100 105 HO 

Leu Gin Gin Leu Asp Asn Val He Asp Val lie Thr Cys Ser Ser Met 
115 120 125 

Leu Ser Ser Leu Cys Phe Leu Gly Ala He Ala Val Asp Arg Tyr He 
130 135 140 

Ser He Phe Tyr Ala Leu Arg Tyr His Ser He Val Thr Leu Pro Arg 
145 150 155 160 
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Ala Arg Gin Ala Val Ala Ala lie Trp Val Ala Ser Val Val Phe Ser 
165 170 175 

Thr Leu Phe He Ala Tyr Tyr Asp His Val Ala Val Leu Leu Cys Leu 
180 185 190 

Val Val Phe Phe Leu Ala Met Leu Val Leu Met Ala Val Leu Tyr Val 
195 200 205 

His Met Leu Ala Arg Ala Cys Gin His Ala Gin Gly He Ala Arg Leu 
210 215 220 

His Lys Arg Gin Arg Pro Val His Gin Gly Phe Gly Leu Lys Gly Ala 
225 230 235 240 

Val Thr Leu Thr He Leu Leu Gly He Phe Phe Leu Cys Trp Gly Pro 
245 250 255 

Phe Phe Leu His Leu Thr Leu He Val Leu Cys Pro Glu His Pro Thr 
260 265 270 

Cys Gly Cys He Phe Lys Asn Phe Asn Leu Phe Leu Ala Leu He He 
275 ~ 280 285 

Cys Asn Ala He He Asp Pro Leu He Tyr Ala Phe His Ser Gin Glu „ 
290 295 300 

Leu Arg Arg Thr Leu Lys Glu Val Leu Thr Cys Ser Trp 
305 310 315 

<210> 31 

<211> 382 

<212> PRT 

<213> Homo sapiens 

<400> 31 

Met Ala Val Gin Gly Ser Gin Arg Arg Leu Leu Gly Ser Leu Asn Ser 
15 10 15 

Thr Pro Thr Ala He Pro Gin Leu Gly Leu Ala Ala Asn Gin Thr Gly 
20 25 30 

Ala Arg Cys Leu Glu Val Ser lie Ser Asp Gly Leu Phe Leu Ser Leu 
35 40 45 

Gly Leu Val Ser Leu Val Glu Asn Ala Leu Val Val Ala Thr He Ala 
50 55 60 

Lys Asn Arg Asn Leu His Ser Pro Met Tyr Cys Phe He Cys Cys Leu 
65 70 75 80 

Ala Leu Ser Asp Leu Leu Val Ser Gly Ser Asn Val Leu Glu Thr Ala 
85 90 95 

Val He Leu Leu Leu Glu Ala Gly Ala Leu Val Ala Arg Ala Ala Val 
100 105 HO 

Leu Gin Gin Leu Asp Asn Val lie. Asp Val He Thr Cys Ser Ser Met 
115 120 125 
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Leu Ser Ser Leu Cys Phe Leu Gly Ala lie Ala Val Asp Arg Tyr lie 
130 135 140 

Ser lie Phe Tyr Ala Leu Arg Tyr His Ser lie Val Thr Leu Pro Arg 
145 150 155 160 

Ala Arg Arg Ala Val Ala Ala He Trp Val Ala Ser Val Val Phe Ser 
165 170 175 

Thr Leu Phe He Ala Tyr Tyr Asp His Val Ala Val Leu Leu Cys Leu 
180 185 190 

Val Val Phe Phe Leu Ala Met Leu Val Leu Met Ala Val Leu Tyr Val 
195 200 205 

His Met Leu Ala Arg Ala Cys Gin His Ala Gin Gly He Ala Arg Leu 
210 215 220 

His Lys Arg Gin Arg Pro Val His Gin Gly Phe Gly Leu Lys Gly Ala 
225 230 235 240 

Val Thr Leu Thr He Leu Leu Gly He Phe Phe Leu Cys Trp Gly Pro 
245 250 255 

Phe Phe Leu His Leu Thr Leu He Val Leu Cys Pro Glu His Pro Thr 
260 265 270 

Cys Gly Cys He Phe Lys Asn Phe Asn Leu Phe Leu Ala Leu He He 
275 280 285 

Cys Asn Ala He He Asp Pro Leu He Tyr Ala Phe His Ser Gin Glu 
290 295 300 

Leu Arg Arg Thr Leu Lys Glu Val Leu Thr Cys Ser Cys Ser Gin Asp 
305 310 315 320 

Arg Ala Leu Val Ser Trp Asp Val Lys Ser Leu Gly Gly Ser Val Cys 
325 330 335 

Gin Glu Leu Leu Pro Gin Gin Pro Gin Glu Lys Gly Leu Cys Asp Gin 
340 345 350 

Lys Ala Ser Ser Thr Ala Leu Gin Arg Leu Leu Gin Lys Glu Val Lys 
355 360 365 

Ser Leu Pro Gin Ala Lys Gly Pro Gly Leu Gin Glu Pro Pro 
370 375 380 

<210> 32 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 32 

cctcatcatc tgcaatgcca tc 22 

<210> 33 

<211> 22 

<212> DNA 

<213> Homo sapiens 



Page 40 



WO 03/085095 PCT/US03/09921 



16D 100 PCT.ST25 

<400> 33 

gctcgtcctt cctctaggct cc AA 



<210> 34 

<211> 22 

<212> DNA 

<213> Homo sapiens 

<400> 34 

aggaagcagc tcccagttct ga 



<210> 35 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 35 

cttccgcagc ggaaatggcg cgccgcccgg ggagggcggg agcagcgtcc 50 



<210> 36 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 36 

cctcaggctc tacaagatgc ctgaaaacac caacctctcc agggctcact 50 



<210> 37 

<211> 50 

<212> DNA 

<213> Homo sapiens 

<400> 37 

aacgactttt taaaacgcag agaaaagctc cattcttccc aggacctcag 50 



<210> 38 

<211> 7062 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (186).. (5288) 

<223> 



<400> 38 

cggtcgcagc gcacagagct tgctggccag ggaggagcta gtctccgtgg gcgccgccgc t>u 

cgccccagcc tgcgcgcctc tctcctggcg cgcgccagtc tggcactctg ggagctgggt 120 

cctagcacca cagacttatc cttcgcctgc actttccgtc tttcttctct gggcgcccac 180 

caaca atg gat ggc aac tec ctg etc teg gta cca age aac ttg gag tea 230 
Met Asp Gly Asn Ser Leu Leu Ser Val Pro Ser Asn Leu Glu Ser 
15 10 15 



tea egg atg tat gac gtt ttg gaa ccg cag cag ggc aga ggc tgt ggc 
Ser Arg Met Tyr Asp Val Leu Glu Pro Gin Gin Gly Arg Gly Cys Gly 
20 25 30 

age tea gga age ggc ccg ggg aac tec ate aca gee tgt aag aag gtt 
Ser Ser Gly Ser Gly Pro Gly Asn Ser lie Thr Ala Cys Lys Lys Val 
35 40 45 

ctt cgc age aat age ctg ctg gag tea aca gac tac tgg ttg cag aat 
Leu Arg Ser Asn Ser Leu Leu Glu Ser Thr Asp Tyr Trp Leu Gin Asn 
50 55 60 

cag agg atg ccc tgc caa att ggt ttt gta gaa gac aag tct gaa aac 
Gin Arg Met Pro Cys Gin He Gly Phe Val Glu Asp Lys Ser Glu Asn 
65 70 75 

tgt get tct gtc tgc ttt gtg aat ctt gat gtg aac aag gat gaa tgc 



278 



326 



374 



422 



470 
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Cvs Ala Ser Val Cys Phe Val Asn Leu Asp Val Asn Lys Asp Glu Cys 
80 85 90 95 

age aca gag cac ctg caa cag aaa ctg gtc aac gtt tea cca gat ctt 518 
Ser Thr Glu His Leu Gin Gin Lys Leu Val Asn Val Ser Pro Asp Leu 
100 105 110 



cca aaa ctt ate agt tec atg aat gtc caa caa cca aaa gaa aat gaa 
Pro Lys Leu He Ser Ser Met Asn Val Gin Gin Pro Lys Glu Asn Glu 
115 120 125 

att gtt gtc eta agt ggg tta gee tct gga aat etc cag gca gat ttt 
He Val Val Leu Ser Gly Leu Ala Ser Gly Asn Leu Gin Ala Asp Phe 
130 135 140 

gaa gtt tea cag tgc cct tgg ctg cca gat ate tgc ttg gtc caa tgt 
Glu Val Ser Gin Cys Pro Trp Leu Pro Asp He Cys Leu Val Gin Cys 
145 150 155 

gca aga ggg aac aga cca aac agt ace aac tgc ate ate ttt gaa ate 
Ala Arg Gly Asn Arg Pro Asn Ser Thr Asn Cys He He Phe Glu He 
160 165 170 175 

aac aaa ttt ctg att ggt ctg gaa ctg gtg cag gag cga cag etc cac 
Asn Lys Phe Leu He Gly Leu Glu Leu Val Gin Glu Arg Gin Leu His 
180 185 190 

ctg gaa aca aac ate ttg aaa ctg gag gat gac acg aac tgt tec tta 
Leu Glu Thr Asn He Leu Lys Leu Glu Asp Asp Thr Asn Cys Ser Leu 
195 200 205 

tct tea ate gag gaa gac ttt etc ace get tct gag cac ttg gag gag 
Ser Ser He Glu Glu Asp Phe Leu Thr Ala Ser Glu His Leu Glu Glu 
210 215 220 

gaa age gag gtg gat gaa tct agg aac gat tat gaa aat ata aat gtc 
Glu Ser Glu Val Asp Glu Ser Arg Asn Asp Tyr Glu Asn He Asn Val 
225 230 235 

tea gec aat gtt ttg gaa agt aaa cag eta aag gga gee acc cag gtg 
Ser Ala Asn Val Leu Glu Ser Lys Gin Leu Lys Gly Ala Thr Gin Val 
240 245 250 255 



566 



614 



662 



710 



758 



806 



854 



902 



950 



998 



1046 



1094 



gaa tgg aat tgc aac aag gaa aag tgg ctt tat get ttg gaa gac aaa 
Glu Trp Asn Cys Asn Lys Glu Lys Trp Leu Tyr Ala Leu Glu Asp Lys 
260 265 270 ' 

tac ate aac aaa tat ccc aca cca ttg att aaa aca gaa cga tct cca 
Tyr He Asn Lys Tyr Pro Thr Pro Leu He Lys Thr Glu Arg Ser Pro 
275 280 285 

gaa aac eta aca aag aac aca gee ttg cag agt eta gat ccc tea gee 
Glu Asn Leu Thr Lys Asn Thr Ala Leu Gin Ser Leu Asp Pro Ser Ala 
290 295 300 

aag cca tea cag tgg aaa aga gaa get gtg ggg aat ggg aga caa gee 1142 
Lys Pro Ser Gin Trp Lys Arg Glu Ala Val Gly Asn Gly Arg Gin Ala 
305 310 315 

aca cat tat tat cat tea gaa get ttt aaa ggt caa atg gaa aaa tea 
Thr His Tyr Tyr His Ser Glu Ala Phe Lys Gly Gin Met Glu Lys Ser 
320 " 325 330 335 

cag gca ctg tat att cca aaa gat get tat ttc tec atg atg gat aaa 
Gin Ala Leu Tyr He Pro Lys Asp Ala Tyr Phe Ser Met Met Asp Lys 
340 345 350 

gat gta cct tct gca tgt get gtg gca gag cag aga age aac eta aac 
Asp Val Pro Ser Ala Cys Ala Val Ala Glu Gin Arg Ser Asn Leu Asn 
355 360 365 

cca gga gac cat gaa gac aca aga aac get etc cct cct aga caa gat 1334 
Pro Gly Asp His Glu Asp Thr Arg Asn Ala Leu Pro Pro Arg Gin Asp 
370 375 380 



1190 



1238 



1286 



gga gaa gtc acc act ggc aag tat get aca aat tta gca gaa tec gtg 
Gly Glu Val Thr Thr Gly Lys Tyr Ala Thr Asn Leu Ala Glu Ser Val 
385 390 395 



1382 
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ctg cag gat gca ttt att aga tta tct caa tct cag tec aca tta ccc 1430 
Leu Gin Asp Ala Phe He Arg Leu Ser Gin Ser Gin Ser Thr Leu Pro 



400 



405 410 415 



1478 



cag gaa tct gca gtc agt gtt tct gta gga agt tct ctg ctt ccc agt 
Gin Glu Ser Ala Val Ser Val Ser Val Gly Ser Ser Leu Leu Pro Ser 
420 425 430 

tgc tat tec aca aaa gat aca gtg gtt tct egg tea tgg aat gag etc 1526 
Cys Tyr Ser Thr Lys Asp Thr Val Val Ser Arg Ser Trp Asn Glu Leu 
435 440 445 

ccc aaa ate gtc gtt gtt cag agt cca gat ggc agt gat get gec cca 1574 
Pro Lys He Val Val Val Gin Ser Pro Asp Gly Ser Asp Ala Ala Pro 
450 455 460 

cag cca ggc ate tec tec tgg cct gag atg gaa gtc tct gtt gaa ace 1622 
Gin Pro Gly He Ser Ser Trp Pro Glu Met Glu Val Ser Val Glu Thr 
465 470 475 

tea age ate etc tct gga gag aac tec age aga caa ccc cag agt get 1670 
Ser Ser He Leu Ser Gly Glu Asn Ser Ser Arg Gin Pro Gin Ser Ala 
480 485 490 495 

eta gaa gtg gcg tta get tgt gca gee act gtg att gga act att tec 1718 
Leu Glu Val Ala Leu Ala Cys Ala Ala Thr Val He Gly Thr He Ser 
500 ^ 505 510 

agt cca cag gee aca gaa aga etc aaa atg gag caa gtg gtc teg aac 1766 
Ser Pro Gin Ala Thr GXu Arg Leu Lys Met Glu Gin Val Val Ser Asn 
515 520 525 

ttt ccc cca ggg age agt ggt gca ctg caa act caa gca ccc caa gga 1814 
Phe Pro Pro Gly Ser Ser Gly Ala Leu Gin Thr Gin Ala Pro Gin Gly 
530 535 540 

etc aag gaa cct tec ate aat gag tac tec ttt cca tct get ttg tgt 1862 
Leu Lys Glu Pro Ser He Asn Glu Tyr Ser Phe Pro Ser Ala Leu Cys 
545 550 555 

ggc atg act cag gtg gee agt gee gtg get gtc tgt ggt ctg ggt gaa 1910 
Gly Met Thr Gin Val Ala Ser Ala Val Ala Val Cys Gly Leu Gly Glu 
560 565 570 575 

aga gaa gag gtg aca tgc tea gtg get cca agt ggt age etc ccg cct 1958 
Arg Glu Glu Val Thr Cys Ser Val Ala Pro Ser Gly Ser Leu Pro Pro 
580 585 590 

gca get gag get tct gaa gee atg ccc cca ctt tgt ggt tta gca age 2006 
Ala Ala Glu Ala Ser Glu Ala Met Pro Pro Leu Cys Gly Leu Ala Ser 
595 600 605 

atg gag ctt ggc aag gaa gee att gee gag gga ttg etc aag gag get 
Met Glu Leu Gly Lys Glu Ala He Ma Glu Gly Leu Leu Lys Glu Ala 
610 615 620 

get ctg gtt tta aca agg cct aat ace tac age age att gga gac ttt 2102 
Ala Leu Val Leu Thr Arg Pro Asn Thr Tyr Ser Ser He Gly Asp Phe 
625 630 635 

ctg gac tec atg aac agg aga ate atg gaa act get tea aag tct cag 2150 
Leu Asp Ser Met Asn Arg Arg He Met Glu Thr Ala Ser Lys Ser Gin 
640 645 650 655 

ace ctg tgc tea gaa aat gtc gtc agg aat gaa ctg gca cat ace ctg 
Thr Leu Cys Ser Glu Asn Val Val Arg Asn Glu Leu Ala His Thr Leu 
660 665 670 

tec aat gtt ate ctg agg cat tec att gat gaa gtt cac cac aaa aat 2246 
Ser Asn Val He Leu Arg His Ser He Asp Glu Val His His Lys Asn 
675 680 685 



2054 



2198 



atg ata ate gac ccc aat gac aac agg cat tea tct gaa att ctg gac 2294 
Met He He Asp Pro Asn Asp Asn Arg His Ser Ser Glu He Leu Asp 
690 695 700 

acc tta atg gaa agt aca aat caa ctg ctt tta gat gtg ata tgc ttc 2342 
Thr Leu Met Glu Ser Thr Asn Gin Leu Leu Leu Asp Val He Cys Phe 
705 710 715 
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2390 



2438 



2486 



2534 



2582 



2630 
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acg ttc aag aag atg agt cat att gta egg ctt ggt gaa tgt cct get 
Thr Phe Lys Lys Met Ser His lie Val Arg Leu Gly Glu Cys Pro Ala 
720 725 730 735 

gtc ctt tct aag gag ace ate aga agg agg gag aca gaa cca age tgc 
Val Leu Ser Lys Glu Thr lie Arg Arg Arg Glu Thr Glu Pro Ser Cys 
740 745 750 

cag cca tct gat ccg ggt get agt caa get tgg aca aaa gee act gaa 
Gin Pro Ser Asp Pro Gly Ala Ser Gin Ala Trp Thr Lys Ala Thr Glu 
755 ~ 760 765 

tec tec age age tct cca ctt age aat tea cac aac acg agt ctt gtc 
Ser Ser Ser Ser Ser Pro Leu Ser Asn Ser His Asn Thr Ser Leu Val 
770 775 780 

ate aac aat ctt gtg gat ggc atg tat tea aaa caa gac aag ggt gga 
lie Asn Asn Leu Val Asp Gly Met Tyr Ser Lys Gin Asp Lys Gly Gly 
785 790 795 

gtg agg cca ggc etc ttc aag aac ccc acg ctg cag tea caa tta tea 
Val Arg Pro Gly Leu Phe Lys Asn Pro Thr Leu Gin Ser Gin Leu Ser 
800 805 810 815 

cgt agt cac aga gtg ccc gat tct tea act get aca aca tec tec aag 2678 
Arg Ser His Arg Val Pro Asp Ser Ser Thr Ala Thr Thr Ser Ser Lys 
820 825 830 

gaa ata tat ctg aaa gga ata gca gga gag gat aca aaa age cct cat 2726 
Glu lie Tyr Leu Lys Gly He Ala Gly Glu Asp Thr Lys Ser Pro His 
835 840 845 

cac agt gag aat gaa tgc aga gee tct tec gaa gga caa agg tec cca 2774 
His Ser Glu Asn Glu Cys Arg Ala Ser Ser Glu Gly Gin Arg Ser Pro 
850 855 860 

acg gtc age egg tec aga agt ggt tec cag gag get gag gag agt ate 2822 
Thr Val Ser Arg Ser Arg Ser Gly Ser Gin Glu Ala Glu Glu Ser He 
865 870 875 

cac cca aac ace caa gaa aag tac aac tgt gee aca tct cgc ate aac 2870 
His Pro Asn Thr Gin Glu Lys Tyr Asn Cys Ala Thr Ser Arg He Asn 
880 885 890 895 

gaa gtt caa gtc aac ctg tec ttg tta ggg gat gac ctg ctg ctt cct 
Glu Val Gin Val Asn Leu Ser Leu Leu Gly Asp Asp Leu Leu Leu Pro 
900 905 910 

get caa tec acg ctt caa aca aag cat cca gac ate tac tgc att aca 
Ala Gin Ser Thr Leu Gin Thr Lys His Pro Asp He Tyr Cys He Thr 
915 920 925 

gac ttt gcg gaa gaa tta gca gac acg gtc gtc tec atg gca act gaa 
Asp Phe Ala Glu Glu Leu Ala Asp Thr Val Val Ser Met Ala Thr Glu 
930 935 940 

att gca gcg att tgc ctt gac aac tec agt gga aaa caa ccc tgg ttt 
He Ala Ala He Cys Leu Asp Asn Ser Ser Gly Lys Gin Pro Trp Phe 
945 950 955 

tgt gca tgg aaa aga ggg agt gag ttt ctg atg aca ccc aac gta ccc 
Cys Ala Trp Lys Arg Gly Ser Glu Phe Leu Met Thr Pro Asn Val Pro 
960 965 970 975 

tgc cga tec ttg aag agg aag aaa gag age cag ggg age ggg acc get * 3158 
Cys Arg Ser Leu Lys Arg Lys Lys Glu Ser Gin Gly Ser Gly Thr Ala 
980 985 990 

gtg agg aaa cac aag cct ccc egg etc agt gag ate aag agg aag acg 3206 
Val Arg Lys His Lys Pro Pro Arg Leu Ser Glu He Lys Arg Lys Thr 
995 1000 1005 

gac gag cac cct gag ctt aaa gaa aag ctg atg aac agg gtt gtg 3251 
Asp Glu His Pro Glu Leu Lys Glu Lys Leu Met Asn Arg Val Val 
1010 1015 1020 

gat gag tec atg aac ctt gaa gat gtc cca gat tct gtc aat ctt 3296 
Asp Glu Ser Met Asn Leu Glu Asp Val Pro Asp Ser Val Asn Leu 
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ttt gcc aat gaa gtg gca gcc aag ate atg aac eta acg gag ttc 
Phe Ala Asn Glu Val Ala Ala Lys He Met Asn Leu Thr Glu Phe 
1040 1045 1050 

tct atg gtg gac ggc atg tgg cag gcg cag ggc tat ccc egg aat 
Ser Met Val Asp Gly Met Trp Gin Ala Gin Gly Tyr Pro Arg Asn 
1055 1060 1065 

egg tta ctg agt ggc gac agg tgg age egg ctg aag gcc tec age 
Arg Leu Leu Ser Gly Asp Arg Trp Ser Arg Leu Lys Ala Ser Ser 
1070 1075 1080 

tgc gaa age att cct gag gaa gac tec gag gcc agg gcc tat gtc 
Cys Glu Ser He Pro Glu Glu Asp Ser Glu Ala Arg Ala Tyr Val 
1085 1090 1095 

aac age ctg ggc tta atg age acg ctg age cag ccg gtc age agg 
Asn Ser Leu Gly Leu Met Ser Thr Leu Ser Gin Pro Val Ser Arg 
1100 1105 H10 

gcc age tct gtc tec aag cag teg age tgt gag age ate acc gat 
Ala Ser Ser Val Ser Lys Gin Ser Ser Cys Glu Ser He Thr Asp 
1115 1120 1125 

gag ttt tec agg ttc atg gtg aac cag atg gaa aat gaa ggg aga 
Glu Phe Ser Arg Phe Met Val Asn Gin Met Glu Asn Glu Gly Arg 
1130 1135 1140 



gga ttt gag 
Gly Phe Glu 
1145 



tta ctg ctg gat tac tat get ggc aag aac gcc age 
Leu Leu Leu Asp Tyr Tyr Ala Gly Lys Asn Ala Ser 
1150 H55 



age att ctg aac tea gcc atg caa cag gcg tgc egg aaa agt gac 
Ser He Leu Asn Ser Ala Met Gin Gin Ala Cys Arg Lys Ser Asp 
1160 1165 1170 

cac etc agt gtg agg cct age tgt ccc tct aag cag tec age aca 
His Leu Ser Val Arg Pro Ser Cys Pro Ser Lys Gin Ser Ser Thr 
1175 1180 1185 

gag age ate act gag gag ttc tac agg tac atg ctg agg gac ate 
Glu Ser He Thr Glu Glu Phe Tyr Arg Tyr Met Leu Arg Asp He 
1190 1195 1200 



gaa aga gac age aga gaa agt gcc tec tec aga egg age 
Glu Arg Asp Ser Arg Glu Ser Ala Ser Ser Arg Arg Ser 
1205 1210 1215 

gat tgg aca gcc ggc ctg ctg tct cct tct ctg cga tec 
Asp Trp Thr Ala Gly Leu Leu Ser Pro Ser Leu Arg Ser 
1220 1225 1230 



age cag 
Ser Gin 



cca gtg 
Pro Val 



tgc cac aga cag teg tec atg cca 
Cys His Arg Gin Ser Ser Met Pro 
1235 1240 



gac age aga tec cca tgc tec 
Asp Ser Arg Ser Pro Cys Ser 
1245 



agg ctg aca gtg aat gtg ccc ate aaa gcc aac tct tta gat ggc 
Arg Leu Thr Val Asn Val Pro He Lys Ala Asn Ser Leu Asp Gly 
1250 1255 1260 

ttt get cag aac tgc cca caa gat ttc eta age gtg cag ccg gtc 
Phe Ala Gin Asn Cys Pro Gin Asp Phe Leu Ser Val Gin Pro Val 
1265 " 1270 1275 

agt age gcg tec tea tec ggt etc tgc aaa tct gac tct tgc ttg 
Ser Ser Ala Ser Ser Ser Gly Leu Cys Lys Ser Asp Ser Cys Leu 
1280 1285 1290 



tat egg aga ggt ggg act gac cac 
Tyr Arg Arg Gly Gly Thr Asp His 
1295 1300 



ate acc aac atg tta att cat 
He Thr Asn Met Leu He His 
1305 



aac aaa 
Asn Lys 



gaa acg tgg get age tec att gag get etc atg cgc aag 
Glu Thr Trp Ala Ser Ser He Glu Ala Leu Met Arg Lys 
1310 1315 1320 

ate att gtg gat gat gca gag gaa get gac act gag cct gtt tct 
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lie lie Val Asp Asp Ala Glu Glu Ala Asp Thr Glu Pro Val Ser 
1325 1330 1335 



ggt ggc tct ccc teg caa gca gag 
Gly Gly Ser Pro Ser Gin Ala Glu 
1340 1345 

gcg age agg atg tgc agt ggg cca 
Ala Ser Arg Met Cys Ser Gly Pro 
1355 1360 



aag tgt gca aat aga tta get 
Lys Cys Ala Asn Arg Leu Ala 
1350 

act ctg ctt gtt cag gag tct 
Thr Leu Leu Val Gin Glu Ser 
1365 



etc gat tgc ccg agg aaa gac tct gtt ace gaa tgt aaa cag ccc 
Leu Asp Cys Pro Arg Lys Asp Ser Val Thr Glu Cys Lys Gin Pro 
1370 1375 1380 

cca gtg tea tct ttg age aaa act get tct ctt aca aac cac age 
Pro Val Ser Ser Leu Ser Lys Thr Ala Ser Leu Thr Asn His Ser 
1385 1390 1395 

cct tta gat tct aaa aaa gaa act tec teg tgc cag gac cct gta 
Pro Leu Asp Ser Lys Lys Glu Thr Ser Ser Cys Gin Asp Pro Val 
1400 ' " 1405 1410 



cca ata aac 
Pro lie Asn 
1415 



cac aaa agg cga tea ctt tgc teg agg gaa gtg cct 
His Lys Arg Arg Ser Leu Cys Ser Arg Glu Val Pro 
1420 1425 



ttg att cag att gaa aca gat cag 
Leu lie Gin lie Glu Thr Asp Gin 
1430 1435 



aga gaa gee tgt get ggg gaa 
Arg Glu Ala Cys Ala Gly Glu 
1440 



cct gaa ccc ttc ctt tec aaa age age etc eta gag gaa gca gaa 
Pro Glu Pro Phe Leu Ser Lys Ser Ser Leu Leu Glu Glu Ala Glu 
1445 1450 1455 



ggg cat teg aat gac aaa aac ate 
Gly His Ser Asn Asp Lys Asn lie 
1460 1465 



cca gat gtg gtg aga ggt gga 
Pro Asp Val Val Arg Gly Gly 
1470 



gac aca gee gtg age get tgt caa ate cat agt gac age ctt gat 
Asp Thr Ala Val Ser Ala Cys Gin lie His Ser Asp Ser Leu Asp 
1475 1480 1485 

ace aga gat gta cca gag get gaa gee tec aca gaa gee aga gee 
Thr Arg Asp Val Pro Glu Ala Glu Ala Ser Thr Glu Ala Arg Ala 
1490 1495 1500 

ccc gat gag gee ccc aac cct cca age age age gag gag age aca 
Pro Asp Glu Ala Pro Asn Pro Pro Ser Ser Ser Glu Glu Ser Thr 
1505 1510 1515 



ggc age tgg acc cag ctt gee aat 
Gly Ser Trp Thr Gin Leu Ala Asn 
1520 1525 



gag gaa gac aac cca gat gac 
Glu Glu Asp Asn Pro Asp Asp 
1530 



aca agt age ttt etc cag etc agt gag cga tec atg age aat ggc 
Thr Ser Ser Phe Leu Gin Leu Ser Glu Arg Ser Met Ser Asn Gly 
1535 1540 1545 



aac agt agt gee act age agt ctt 
Asn Ser Ser Ala Thr Ser Ser Leu 
1550 1555 



ggc att atg gat ctg gac att 
Gly lie Met Asp Leu Asp He 
1560 



tat cag gaa age atg cca tct tct ccc atg att aat gaa tta gta 

Tyr Gin Glu Ser Met Pro Ser Ser Pro Met He Asn Glu Leu Val 
1565 1570 1575 

gaa gaa aag aag att ctt aaa gga cag tea gaa age aca gag gca 

Glu Glu Lys Lys He Leu Lys Gly Gin Ser Glu Ser Thr Glu Ala 
1580 1585 1590 

cct gca tct gga ccg cct acg gga aca gee age ccc cag agg age 

Pro Ala Ser Gly Pro Pro Thr Gly Thr Ala Ser Pro Gin Arg Ser 
1595 1600 1605 



ctg ctg gtg ate aac ttt gac ctg 
Leu Leu Val He Asn Phe Asp Leu 
1610 1615 



gag cca gag tgt cca gat gee 
Glu Pro Glu Cys Pro Asp Ala 
1620 



4241 



4286 



4331 



4376 



4421 



4466 



4511 



4556 
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gag etc cga gec act ctg cag tgg ata get gec tct gaa ctg ggg 
Glu Leu Arg Ala Thr Leu Gin Trp lie Ala Ala Ser Glu Leu Gly 
1625 1630 1635 

att ccc ace ate tac ttt aag aaa tct cag gaa aac aga att gaa 
lie Pro Thr He Tyr Phe Lys Lys Ser Gin Glu Asn Arg He Glu 
1640 1645 1650 

aag ttt eta gat gtc gtg cag ctg gtt cat egg aag tec tgg aaa 
Lys Phe Leu Asp Val Val Gin Leu Val His Arg Lys Ser Trp Lys 
1655 1660 1665 

gtg ggt gat ate ttc cat gca gtt gtc cag tac tgc aaa atg cat 
Val Gly Asp He Phe His Ala Val Val Gin Tyr Cys Lys Met His 
1670 1675 1680 

gag gag cag aag gat ggg aga ctg agt etc ttt gac tgg etc ttg 
Glu Glu Gin Lys Asp Gly Arg Leu Ser Leu Phe Asp Trp Leu Leu 
1685 1690 1695 

gaa ctg gga taa taaggcagtc tgeegtatag atcattcctt ccctttattc 
Glu Leu Gly 
1700 

caacttagat tacagtggtt tgttctaaat gctctaaaca ttctcaaaac atcacatcac 
attagcagaa ctataaaaaa aaatctgeta ctcagatcca ctgcatacag aataagtcag 
aggaaaagca aaatataggt ctgtccaaat tcatacaact tgtgggtgag ttccaaagag 
cttggattag aagggctgga caaagagaga attcaatggg geccaaatta gaatgettat 
aatgagaccc aatctccagg aaaacaacac tcacataagt ttaatcatat aaaatgattt 
gtaatgtctc taattagatg aatcaactag aaacaaactc agtggtcaaa ataattttta 
agagtattcc gtaacctata ttttactttt ctgattatat taaggggctg ccagcccgga 
gaaatactta agatatgggt gagaaatccc cagactttta tacaaaagat ttccactttc 
aaatcaatgt cagtagacat tgataaaagt atagcagcat cctctactga ggtgatttca 
tttattccct gcagcccact gataaatatc tcacttctcc caaatagtat gtggactccc 
agctaagcag aaaactattg tcattcaact gaagaggaag ataaaagatt gtcttgtttc 
catcactgta ttacttgtgt aacatgatta cataattctt atcctaagag aaagctttca 
tatttaaaaa aaagtctttt cagataaaat ctgcttgtgt cttgaataat atgaaataca 
aactttcact ttattttatt gtaaattata aagagattat tgtcttaaat aatatattga 
gttagcttca agcttcctaa aatatgaaga gattgttgtc taaagtcaca tattgacatt 
gagctcagtg gcctgtttca teaegtatgt gctgctacct gtacagcaga catgccgctc 
cagtgacatt tataatgaca gaagcagggt aatggtcttg tgtttgacat gatcagttag 
gatcatagac tttccctgac tegtagatat tagecttgaa ttgggggaaa agaagacttt 
gacacatttt agttatttta ataacagaga tttactcttt tgaaaaataa aggtatctaa 
tgtctcccta ataagtcttc tttccttcca actaaatgac ctacacggac ttttattttc 
ttgatcaaag aggtgtttat taaggacttc tggataacta tacttttact ctatttttaa 
agatcacaaa gtaattttaa atgtgaacag gttcccatac catgaatget ggcctcacct 
tctctatcat ccacattttg aaatgcaaag aaagctccct tgtaagecat acttccttcc 
ccactcccat cctaggatac ttgcccagtg ctcattaggc atttcttatt cagatagtcc 
aaatttaggt tattatgett aatttgacac attaactaaa tgcccagttt taaaatatat 
ccatcaattc aegctgaaat gtgcttcttt gtgctatcaa atggaataga atacacttat 
tttttaaaca atcccagaat actgtgtgta gacttttgtt gtgctcaaat aaatgtttac 
ttatcttaca aagctcaaat actggattgt aaccatgtga tgaagttatc tatgttgtac 
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ctaacattgc aaattaatca ataaatctct gttgtcaaaa aaaaaaaaaa aaaa 



<210> 39 

<211> 1700 

<212> PRT 

<213> Homo sapiens 

<400> 39 

Met Asp Gly Asn Ser Leu Leu Ser Val Pro Ser Asn Leu Glu Ser Ser 
1*5 10 15 



Arg Met Tyr Asp Val Leu Glu Pro Gin Gin Gly Arg Gly Cys Gly Ser 
20 25 30 



Ser Gly Ser Gly Pro Gly Asn Ser lie Thr Ala Cys Lys Lys Val Leu 
35 40 45 



Arg Ser Asn Ser Leu Leu Glu Ser Thr Asp Tyr Trp Leu Gin Asn Gin 
50 55 60 



Arg Met Pro Cys Gin lie Gly Phe Val Glu Asp Lys Ser Glu Asn Cys 
65 70 75 80 



Ala Ser Val Cys Phe Val Asn Leu Asp Val Asn Lys Asp Glu Cys Ser 
85 90 95 



Thr Glu His Leu Gin Gin Lys Leu Val Asn Val Ser Pro Asp Leu Pro 
100 105 110 



Lys Leu lie Ser Ser Met Asn Val Gin Gin Pro Lys Glu Asn Glu He 
115 120 125 



Val Val Leu Ser Gly Leu Ala Ser Gly Asn Leu Gin Ala Asp Phe Glu 
130 135 140 



Val Ser Gin Cys Pro Trp Leu Pro Asp He Cys Leu Val Gin Cys Ala 
145 150 155 160 



Arg Gly Asn Arg Pro Asn Ser Thr Asn Cys He He Phe Glu He Asn 
165 170 175 



Lys Phe Leu He Gly Leu Glu Leu Val Gin Glu Arg Gin Leu His Leu 
180 185 190 



Glu Thr Asn He Leu Lys Leu Glu Asp Asp Thr Asn Cys Ser Leu Ser 
195 200 205 



Ser He Glu Glu Asp Phe Leu Thr Ala Ser Glu His Leu Glu Glu Glu 
210 215 220 



Ser Glu Val Asp Glu Ser Arg Asn Asp Tyr Glu Asn He Asn Val Ser 
225 230 235 240 



Ala Asn Val Leu Glu Ser Lys Gin Leu Lys Gly Ala Thr Gin Val Glu 
245 ~ 250 255 



Trp Asn Cys Asn Lys Glu Lys Trp Leu Tyr Ala Leu Glu Asp Lys Tyr 



260 



265 



270 
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lie Asn Lys Tyr Pro Thr Pro Leu He Lys Tlir Glu Arg Ser Pro Glu 
275 280 285 



Asn Leu Thr Lys Asn Thr Ala Leu Gin Ser Leu Asp Pro Ser Ala Lys 
290 295 300 



Pro Ser Gin Trp Lys Arg Glu Ala Val Gly Asn Gly Arg Gin Ala Thr 
305 310 315 320 



His Tyr Tyr His Ser Glu Ala Phe Lys Gly Gin Met Glu Lys Ser Gin 
325 330 335 



Ala Leu Tyr He Pro Lys Asp Ala Tyr Phe Ser Met Met Asp Lys Asp 
340 345 350 



Val Pro Ser Ala Cys Ala Val Ala Glu Gin Arg Ser Asn Leu Asn Pro 
355 360 365 



Gly Asp His Glu Asp Thr Arg Asn Ala Leu Pro Pro Arg Gin Asp Gly 
370 375 380 



Glu Val Thr Thr Gly Lys Tyr Ala Thr Asn Leu Ala Glu Ser Val Leu 
385 390 395 400 



Gin Asp Ala Phe He Arg Leu Ser Gin Ser Gin Ser Thr Leu Pro Gin 
405 410 415 



Glu Ser Ala Val Ser Val Ser Val Gly Ser Ser Leu Leu Pro Ser Cys 
420 425 430 



Tyr Ser Thr Lys Asp Thr Val Val Ser Arg Ser Trp Asn Glu Leu Pro 
435 440 445 



Lys He Val Val Val Gin Ser Pro Asp Gly Ser Asp Ala Ala Pro Gin 
450 455 460 



Pro Gly He Ser Ser Trp Pro Glu Met Glu Val Ser Val Glu Thr Ser 
465 470 475 480 



Ser He Leu Ser Gly Glu Asn Ser Ser Arg Gin Pro Gin Ser Ala Leu 
485 490 495 



Glu Val Ala Leu Ala Cys Ala Ala Thr Val He Gly Thr He Ser Ser 
500 505 510 



Pro Gin Ala Thr Glu Arg Leu Lys Met Glu Gin Val Val Ser Asn Phe 
515 " 520 525 



Pro Pro Gly Ser Ser Gly Ala Leu Gin Thr Gin Ala Pro Gin Gly Leu 
530 535 540 



Lys Glu Pro Ser He Asn Glu Tyr Ser Phe Pro Ser Ala Leu Cys Gly 
545 550 555 560 



Met Thr Gin Val Ala Ser Ala Val Ala Val Cys Gly Leu Gly Glu Arg 
565 570 575 



Glu Glu Val Thr Cys Ser Val Ala Pro Ser Gly Ser Leu Pro Pro Ala 



580 



585 



590 
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Ala Glu Ala Ser Glu Ala Met Pro Pro Leu Cys Gly Leu Ala Ser Met 
595 600 605 



Glu Leu Gly Lys Glu Ala lie Ala Glu Gly Leu Leu Lys Glu Ala Ala 
610 615 620 



Leu Val Leu Thr Arg Pro Asn Thr Tyr Ser Ser He Gly Asp Phe Leu 
625 630 635 640 



Asp Ser Met Asn Arg Arg He Met Glu Thr Ala Ser Lys Ser Gin Thr 
645 650 655 



Leu Cys Ser Glu Asn Val Val Arg Asn Glu Leu Ala His Thr Leu Ser 
660 665 670 



Asn Val He Leu Arg His Ser He Asp Glu Val His His Lys Asn Met 
675 680 685 



He He Asp Pro Asn Asp Asn Arg His Ser Ser Glu He Leu Asp Thr 
690 695 700 



Leu Met Glu Ser Thr Asn Gin Leu Leu Leu Asp Val He Cys Phe Thr 
705 710 715 720 



Phe Lys Lys Met Ser His He Val Arg Leu Gly Glu Cys Pro Ala Val 
725 730 735 



Leu Ser Lys Glu Thr He Arg Arg Arg Glu Thr Glu Pro Ser Cys Gin 
740 745 750 



Pro Ser Asp Pro Gly Ala Ser Gin Ala Trp Thr Lys Ala Thr Glu Ser 
755 760 765 



Ser Ser Ser Ser Pro Leu Ser Asn Ser His Asn Thr Ser Leu Val He 
770 775 780 



Asn Asn Leu Val Asp Gly Met Tyr Ser Lys Gin Asp Lys Gly Gly Val 
785 790 795 800 



Arg Pro Gly Leu Phe Lys Asn Pro Thr Leu Gin Ser Gin Leu Ser Arg 
805 810 815 



Ser His Arg Val Pro Asp Ser Ser Thr Ala Thr Thr Ser Ser Lys Glu 
820 825 830 



He Tyr Leu Lys Gly He Ala Gly Glu Asp Thr Lys Ser Pro His His 
835 840 845 



Ser Glu Asn Glu Cys Arg Ala Ser Ser Glu Gly Gin Arg Ser Pro Thr 
850 855 860 



Val Ser Arg Ser Arg Ser Gly Ser Gin Glu Ala Glu Glu Ser He His 
865 ~ 870 875 880 



Pro Asn Thr Gin Glu Lys Tyr Asn Cys Ala Thr Ser Arg He Asn Glu 
885 890 895 



Val Gin Val Asn Leu Ser Leu Leu Gly Asp Asp Leu Leu Leu Pro Ala 



900 



905 



910 
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Gin Ser Thr Leu Gin Thr Lys His Pro Asp He Tyr Cys He Thr Asp 
915 920 925 

Phe Ala Glu Glu Leu Ala Asp Thr Val Val Ser Met Ala Thr Glu He 
930 935 940 

Ala Ala He Cys Leu Asp Asn Ser Ser Gly Lys Gin Pro Trp Phe Cys 
945 950 955 960 

Ala Trp Lys Arg Gly Ser Glu Phe Leu Met Thr Pro Asn Val Pro Cys 
965 970 975 

Arg Ser Leu Lys Arg Lys Lys Glu Ser Gin Gly Ser Gly Thr Ala Val 
980 985 990 

Arg Lys His Lys Pro Pro Arg Leu Ser Glu He Lys Arg Lys Thr Asp 
995 1000 1005 

Glu His Pro Glu Leu Lys Glu Lys Leu Met Asn Arg Val Val Asp 
1010 1015 1020 

Glu Ser Met Asn Leu Glu Asp Val Pro Asp Ser Val Asn Leu Phe 
1025 1030 1035 

Ala Asn Glu Val Ala Ala Lys He Met Asn Leu Thr Glu Phe Ser 
1040 1045 1050 

Met Val Asp Gly Met Trp Gin Ala Gin Gly Tyr Pro Arg Asn Arg 
1055 1060 1065 

Leu Leu Ser Gly Asp Arg Trp Ser Arg Leu Lys Ala Ser Ser Cys 
1070 1075 1080 

Glu Ser He Pro Glu Glu Asp Ser Glu Ala Arg Ala Tyr Val Asn 
1085 1090 1095 

Ser Leu Gly Leu Met Ser Thr Leu Ser Gin Pro Val Ser Arg Ala 
1100 1105 1110 

Ser Ser Val Ser Lys Gin Ser Ser Cys Glu Ser He Thr Asp Glu 
1115 1120 H25 

Phe Ser Arg Phe Met Val Asn Gin Met Glu Asn Glu Gly Arg Gly 
1130 1135 1140 

Phe Glu Leu Leu Leu Asp Tyr Tyr Ala Gly Lys Asn Ala Ser Ser 
1145 1150 1155 

He Leu Asn Ser Ala Met Gin Gin Ala Cys Arg Lys Ser Asp His 
1160 1165 1170 

Leu Ser Val Arg Pro Ser Cys Pro Ser Lys Gin Ser Ser Thr Glu 
1175 1180 1185 

Ser He Thr Glu Glu Phe Tyr Arg Tyr Met Leu Arg Asp He Glu 
1190 1195 1200 

Arg Asp Ser Arg Glu Ser Ala Ser Ser Arg Arg Ser Ser Gin Asp 
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1205 1210 1215 

Trp Thr Ala Gly Leu Leu Ser Pro Ser Leu Arg Ser Pro Val Cys 
1220 ~ 1225 1230 

His Arg Gin Ser Ser Met Pro Asp Ser Arg Ser Pro Cys Ser Arg 
1235 1240 1245 

Leu Thr Val Asn Val Pro He Lys Ala Asn Ser Leu Asp Gly Phe 
1250 1255 1260 

Ala Gin Asn Cys Pro Gin Asp Phe Leu Ser Val Gin Pro Val Ser 
1265 1270 1275 

Ser Ala Ser Ser Ser Gly Leu Cys Lys Ser Asp Ser Cys Leu Tyr 
1280 1285 1290 

Arg Arg Gly Gly Thr Asp His He Thr Asn Met Leu He His Glu 
1295 1300 1305 

Thr Trp Ala Ser Ser He Glu Ala Leu Met Arg Lys Asn Lys He 
1310 1315 1320 

He Val Asp Asp Ala Glu Glu Ala Asp Thr Glu Pro Val Ser Gly 
1325 1330 1335 

Gly Ser Pro Ser Gin Ala Glu Lys Cys Ala Asn Arg Leu Ala Ala 
1340 1345 1350 

Ser Arg Met Cys Ser Gly Pro Thr Leu Leu Val Gin Glu Ser Leu 
1355 1360 1365 

Asp Cys Pro Arg Lys Asp Ser Val Thr Glu Cys Lys Gin Pro Pro 
1370 1375 1380 

Val Ser Ser Leu Ser Lys Thr Ala Ser Leu Thr Asn His Ser Pro 
1385 1390 1395 

Leu Asp Ser Lys Lys Glu Thr Ser Ser Cys Gin Asp Pro Val Pro 
1400 ~ 1405 1410 

He Asn His Lys Arg Arg Ser Leu Cys Ser Arg Glu Val Pro Leu 
1415 1420 1425 

He Gin He Glu Thr Asp Gin Arg Glu Ala Cys Ala Gly Glu Pro 
1430 1435 1440 

Glu Pro Phe Leu Ser Lys Ser Ser Leu Leu Glu Glu Ala Glu Gly 
1445 1450 1455 

His Ser Asn Asp Lys Asn He Pro Asp Val Val Arg Gly Gly Asp 
1460 1465 1470 

Thr Ala Val Ser Ala Cys Gin He His Ser Asp Ser Leu Asp Thr 
1475 1480 1485 

Arg Asp Val Pro Glu Ala Glu Ala Ser Thr Glu Ala Arg Ala Pro 
1490 1495 1500 
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Asp Glu Ala Pro Asn Pro Pro Ser Ser Ser Glu Glu Ser Thr Gly 
1505 1510 1515 

Ser Trp Thr Gin Leu Ala Asn Glu Glu Asp Asn Pro Asp Asp Thr 
1520 1525 1530 

Ser Ser Phe Leu Gin Leu Ser Glu Arg Ser Met Ser Asn Gly Asn 
1535 1540 1545 

Ser Ser Ala Thr Ser Ser Leu Gly He Met Asp Leu Asp He Tyr 
1550 1555 1560 

Gin Glu Ser Met Pro Ser Ser Pro Met He Asn Glu Leu Val Glu 
1565 1570 1575 

i 

Glu Lys Lys He Leu Lys Gly Gin Ser Glu Ser Thr Glu Ala Pro 
1580 1585 1590 

Ala Ser Gly Pro Pro Thr Gly Thr Ala Ser Pro Gin Arg Ser Leu 
1595 1600 1605 

Leu Val He Asn Phe Asp Leu Glu Pro Glu Cys Pro Asp Ala Glu 
1610 1615 1620 

Leu Arg Ala Thr Leu Gin Trp He Ala Ala Ser Glu Leu Gly He 
1625 1630 1635 

/ 

Pro Thr He Tyr Phe Lys Lys Ser Gin Glu Asn Arg He Glu Lys 
1640 1645 1650 

Phe Leu Asp Val Val Gin Leu Val His Arg Lys Ser Trp Lys Val 
1655 1660 1665 

Gly Asp He Phe His Ala Val Val Gin Tyr Cys Lys Met His Glu 
1670 1675 1680 

Glu Gin Lys Asp Gly Arg Leu Ser Leu Phe Asp Trp Leu Leu Glu 
1685 1690 1695 

Leu Gly 
1700 

<210> 40 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 40 

cgtcaggaat gaactggcac atacc 25 

<210> 41 
<211> 24 
<212> DNA 

<213> Homo sapiens; Homo sapiens 
<400> 41 

ctaagtggag agctgctgga ggat 24 

<210> 42 

<211> 1302 

<212> PRT 

<213> Homo sapiens 
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<400> 42 

Asp His Glu Asp Thr Arg Asn Ala Leu Pro Pro Arg Gin Asp Gly Glu 
1 5 10 15 

Val Thr Thr Gly Lys Tyr Ala Thx Asn Leu Ala Glu Ser Val Leu Gin 
20 25 30 

Asp Ala Phe He Arg Leu Ser Gin Ser Gin Ser Thr Leu Pro Gin Glu 
35 40 45 

Ser Ala Val Ser Val Ser Val Gly Ser Ser Leu Leu Pro Ser Cys Tyr 
50 55 60 

Ser Thr Lys Asp Thr Val Val Ser Arg Ser Trp Asn Glu Leu Pro Lys 
65 70 75 80 

He Val Val Val Gin Ser Pro Asp Gly Ser Asp Ala Ala Pro Gin Pro 
85 90 95 

Gly He Ser Ser Trp Pro Glu Met Glu Val Ser Val Glu Thr Ser Ser 
100 105 110 

He Leu Ser Gly Glu Asn Ser Ser Arg Gin Pro Gin Ser Ala Leu Glu 
115 120 125 

Val Ala Leu Ala Cys Ala Ala Thr Val He Gly Thr He Ser Ser Pro 
130 135 140 

Gin Ala Thr Glu Arg Leu Lys Met Glu Gin Val Val Ser Asn Phe Pro 
145 150 155 160 

Pro Gly Ser Ser Gly Ala Leu Gin Thr Gin Ala Pro Gin Gly Leu Lys 
165 170 175 

Glu Pro Ser He Asn Glu Tyr Ser Phe Pro Ser Ala Leu Cys Gly Met 
180 185 190 

Thr Gin Val Ala Ser Ala Val Ala Val Cys Gly Leu Gly Glu Arg Glu 
195 200 205 

Glu Val Thr Cys Ser Val Ala Pro Ser Gly Ser Leu Pro Pro Ala Ala 
210 ~ 215 220 

Glu Ala Ser Glu Ala Met Pro Pro Leu Cys Gly Leu Ala Ser Met Glu 
225 230 235 240 

Leu Gly Lys Glu Ala He Ala Glu Gly Leu Leu Lys Glu Ala Ala Leu 
245 250 255 

Val Leu Thr Arg Pro Asn Thr Tyr Ser Ser He Gly Asp Phe Leu Asp 
260 265 270 

Ser Met Asn Arg Arg He Met Glu Thr Ala Ser Lys Ser Gin Thr Leu 
275 280 285 

Cys Ser Glu Asn Val Val Arg Asn Glu Leu Ala His Thr Leu Ser Asn 
290 295 300 



Val He Leu Arg His Ser He Asp Glu Val His His Lys Asn Met He 
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305 310 315 320 

He Asp Pro Asn Asp Asn Arg His Ser Ser Glu lie Leu Asp Thr Leu 
325 330 335 

Met Glu Ser Thr Asn Gin Leu Leu Leu Asp Val He Cys Phe Thr Phe 
340 345 350 

Lys Lys Met Ser His He Val Arg Leu Gly Glu Cys Pro Ala Val Leu 
355 360 365 

Ser Lys Glu Thr He Arg Arg Arg Glu Thr Glu Pro Ser Cys Gin Pro 
370 375 380 

Ser Asp Pro Gly Ala Ser Gin Ala Trp Thr Lys Ala Thr Glu Ser Ser 
385 390 395 400 

Ser Ser Ser Pro Leu Ser Asn Ser His Asn Thr Ser Leu Val He Asn 
405 410 415 

Asn Leu Val Asp Gly Met Tyr Ser Lys Gin Asp Lys Gly Gly Val Arg 
420 425 430 

Pro Gly Leu Phe Lys Asn Pro Thr Leu Gin Ser Gin Leu Ser Arg Ser 
435 440 445 

His Arg Val Pro Asp Ser Ser Thr Ala Thr Thr Ser Ser Lys Glu He 
450 * 455 460 

Tyr Leu Lys Gly He Ala Gly Glu Asp Thr Lys Ser Pro Gin His Ser 
465 470 475 480 

Glu Asn Glu Cys Arg Ala Ser Ser Glu Gly Gin Arg Ser Pro Thr Val 
485 490 495 

Ser Gin Ser Arg Ser Gly Ser Gin Glu Ala Glu Glu Ser He His Pro 
500 505 510 

Asn Thr Gin Glu Lys Tyr Asn Cys Ala Thr Ser Arg He Asn Glu Val 
515 520 525 

Gin Val Asn Leu Ser Leu Leu Gly Asp Asp Leu Leu Leu Pro Ala Gin 
530 535 540 

Ser Thr Leu Gin Thr Lys His Pro Asp He Tyr Cys He Thr Asp Phe 
545 550 555 560 

Ala Glu Glu Leu Ala Asp Thr Val Val Ser Met Ala Thr Glu He Ala 
565 570 575 

Ala He Cys Leu Asp Asn Ser Ser Gly Lys Gin Pro Trp Phe Cys Ala 
580 585 590 

Trp Lys Arg Gly Ser Glu Phe Leu Met Thr Pro Asn Val Pro Cys Arg 
595 600 605 

Ser Leu Lys Arg Lys Lys Glu Ser Gin Gly Ser Gly Thr Ala Val Arg 
610 615 620 
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Lys His Lys Pro Pro Arg Leu Ser Glu lie Lys Arg Lys Thr Asp Glu 
625 



630 635 640 



His Pro Glu Leu Lys Glu Lys Leu Met Asn Arg Val Val Asp Glu Ser 
645 650 655 

Met Asn Leu Glu Asp Val Pro Asp Ser Val Asn Leu Phe Ala Asn Glu 
660 665 670 

Val Ala Ala Lys He Met Asn Leu Thr Glu Phe Ser Met Val Asp Gly 
675 680 685 

Met Trp Gin Ala Gin Gly Tyr Pro Arg Asn Arg Leu Leu Ser Gly Asp 
690 695 700 

Arg Trp Ser Arg Leu Lys Ala Ser Ser Cys Glu Ser He Pro Glu Glu 
705 710 715 720 

Asp Ser Glu Ala Arg Ala Tyr Val Asn Ser Leu Gly Leu Met Ser Thr 
725 730 735 

Leu Ser Gin Pro Val Ser Arg Ala Ser Ser Val Ser Lys Gin Ser Ser 
740 745 750 

Cys Glu Ser He Thr Asp Glu Phe Ser Arg Phe Met Val Asn Gin Met 
755 760 765 

Glu Asn Glu Gly Arg Gly Phe Glu Leu Leu Leu Asp Tyr Tyr Ala Gly 
770 775 780 

Lys Asn Ala Ser Ser He Leu Asn Ser Ala Met Gin Gin Ala Cys Arg 
785 790 795 800 

Lys Ser Asp His Leu Ser Val Arg Pro Ser Cys Pro Ser Lys Gin Ser 
805 810 815 

Ser Thr Glu Ser He Thr Glu Glu Phe Tyr Arg Tyr Met Leu Arg Asp 
820 825 830 

He Glu Arg Asp Ser Arg Glu Ser Ala Ser Ser Arg Arg Ser Ser Gin 
835 840 845 

Asp Trp Thr Ala Gly Leu Leu Ser Pro Ser Leu Arg Ser Pro Val Cys 
850 855 860 

His Arg Gin Ser Ser Met Pro Asp Ser Arg Ser Pro Cys Ser Arg Leu 
865 870 875 880 

Thr Val Asn Val Pro He Lys Ala Asn Ser Leu Asp Gly Phe Ala Gin 
885 890 895 

Asn Cys Pro Gin Asp Phe Leu Ser Val Gin Pro Val Ser Ser Ala Ser 
900 905 910 

Ser Ser Gly Leu Cys Lys Ser Asp Ser Cys Leu Tyr Arg Arg Gly Gly 
915 920 925 

Thr Asp His He Thr Asn Met Leu He His Glu Thr Trp Ala Ser Ser 
930 935 940 
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He Glu Ala Leu Met Arg Lys Asn Lys He He Val Asp Asp Ala Glu 
945 950 955 960 



Glu Ala Asp Thr Glu Pro Val Ser Gly Gly Ser Pro Ser Gin Ala Glu 
965 970 975 



Cys Ala Asn Arg Leu Ala Ala Ser Arg Met Cys Ser Gly Pro Thr 
980 985 990 



Leu Leu Val Gin Glu Ser Leu Asp Cys Pro Arg Lys Asp Ser Val Thr 
995 1000 1005 



Glu Cys Lys Gin Pro Pro Val Ser Ser Leu Ser Lys Thr Ala Ser 
1010 1015 1020 



Leu Thr Asn His Ser Pro Leu Asp Ser Lys Lys Glu Thr Ser Ser 
1025 1030 1035 



Cys Gin Asp Pro Val Pro He Asn His Lys Arg Arg Ser Leu Cys 
1040 1045 1050 



Ser Arg Glu Val Pro Leu He Gin He Glu Thr Asp Gin Arg Glu 
1055 1060 1065 



Ala Cys Ala Gly Glu Pro Glu Pro Phe Leu Ser Lys Ser Ser Leu 
1070 1075 1080 



Leu Glu Glu Ala Glu Gly His Ser Asn Asp Lys Asn He Pro Asp 
1085 1090 1095 



Val Val Arg Gly Gly Asp Thr Ala Val Ser Ala Cys Gin He His 
1100 1105 1H0 



Ser Asp Ser Leu Asp Thr Arg Asp Val Pro Glu Ala Glu Ala Ser 
1115 1120 1125 



Thr Glu Ala Arg Ala Pro Asp Glu Ala Pro Asn Pro Pro Ser Ser 
1130 1135 1140 



Ser Glu Glu Ser Thr Gly Ser Trp Thr Gin Leu Ala Asn Glu Glu 
1145 1150 1155 



Asp Asn Pro Asp Asp Thr Ser Ser Phe Leu Gin Leu Ser Glu Arg 
1160 ~ 1165 1170 



Ser Met Ser Glu Leu Val Glu Glu Lys Lys He Leu Lys Gly Gin 
1175 1180 1185 



Ser Glu Ser Thr Glu Ala Pro Ala Ser Gly Pro Pro Thr Gly Thr 
1190 1195 1200 



Ala Ser Pro Gin Arg Ser Leu Leu Val He Asn Phe Asp Leu Glu 
1205 1210 1215 



Pro Glu Cys Pro Asp Ala Glu Leu Arg Ala Thr Leu Gin Trp He 
1220 1225 1230 



Ala Ala Ser Glu Leu Gly He Pro Thr He Tyr Phe Lys Lys Ser 



1235 



1240 



1245 
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Gin Glu Asn Arg lie Glu Lys Phe Leu Asp Val Val Gin Leu Val 
1250 1255 1260 

His Arg Lys Ser Trp Lys Val Gly Asp He Phe His Ala Val Val 
1265 1270 1275 

Gin Tyr Cys Lys Met His Glu Glu Gin Lys Asp Gly Arg Leu Ser 
1280 1285 1290 

Leu Phe Asp Trp Leu Leu Glu Leu Gly 
1295 1300 

<210> 43 

<211> 3369 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (250) . . (2793) 

<223> 

<400> 43 

gctggatcaa gctgtgaacg tgatttgctg gaagctggtt gacgatgtgt cacactgtgt 60 

aagggaatcg catggagatg ggcattccga actgttaatg gggacatggg actccagttg 120 

tctctgatca cttgtgtgga ttttcctggc gtagaacgac agaagccgct agtaagtcgc 180 

caagacctac agcaggaatt ctgcaccaaa gggcataaaa tcttgttatt ttaatttgca 240 

tctgggaga atg tct gag caa gga gac ctg aat cag gca ata gca gag gaa 291 
Met Ser Glu Gin Gly Asp Leu Asn Gin Ala He Ala Glu Glu 
15 10 

gga ggg act gag cag gag acg gcc act cca gag aac ggc att gtt aaa 339 
Gly Gly Thr Glu Gin Glu Thr Ala Thr Pro Glu Asn Gly He Val Lys 
15 20 25 30 

tea gaa agt ctg gat gaa gag gag aaa ctg gaa ctg cag agg egg ctg 387 
Ser Glu Ser Leu Asp Glu Glu Glu Lys Leu Glu Leu Gin Arg Arg Leu 
35 40 45 

* 

gag get cag aat caa gaa aga aga aaa tec aag tea gga gca gga aaa 435 
Glu Ala Gin Asn Gin Glu Arg Arg Lys Ser Lys Ser Gly Ala Gly Lys 
50 55 60 

ggt aaa ctg act cgc agt ctt get gtc tgt gag gaa tct tct gcc aga 483 
Gly Lys Leu Thr Arg Ser Leu Ala Val Cys Glu Glu Ser Ser Ala Arg 
65 70 75 

cca gga ggt gaa agt ctt cag gat cag gaa tea att cat tta cag ctt 531 
Pro Gly Gly Glu Ser Leu Gin Asp Gin Glu Ser He His Leu Gin Leu 
80 85 90 

tec agt ttt tec age ctg caa gag gag gat aaa tct agg aaa gat gac 579 
Ser Ser Phe Ser Ser Leu Gin Glu Glu Asp Lys Ser Arg Lys Asp Asp 
95 100 105 110 

tct gaa aga gaa aaa gaa aag gat aaa aac aaa gat aaa ace tct gaa 627 
Ser Glu Arg Glu Lys Glu Lys Asp Lys Asn Lys Asp Lys Thr Ser Glu 
115 120 125 

aaa ccc aag ate aga atg tta tea aaa gat tgc age caa gaa tac acg 675 
Lys Pro Lys He Arg Met Leu Ser Lys Asp Cys Ser Gin Glu Tyr Thr 
130 135 140 

gat tct aca ggc ata gac tta cac gag ttt ctg att aac aca tta aag 723 
Asp Ser Thr Gly He Asp Leu His Glu Phe Leu He Asn Thr Leu Lys 
145 150 155 

aat aat tec agg gac agg atg ata ctt ttg aaa atg gag cag gaa att 771 
Asn Asn Ser Arg Asp Arg Met lie Leu Leu Lys Met Glu Gin Glu He 
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att gat ttc att get gac aac aat aat cat tat aaa aag ttc cct cag 
lie Asp Phe He Ala Asp Asn Asn Asn His Tyr Lys Lys Phe Pro Gin 
175 180 185 190 

atg tea teg tat cag agg atg ctt gtc cat cga gtg gca get tat ttt 
Met Ser Ser Tyr Gin Arg Met Leu Val His Arg Val Ala Ala Tyr Phe 
195 200 205 

gga ttg gat cac aat gtg gat caa aca gga aaa tct gtt ate ate aac 
Gly Leu Asp His Asn Val Asp Gin Thr Gly Lys Ser Val He He Asn 
210 215 220 

aag ace age age ace aga ata cca gag caa agg ttt tgt gaa cat tta 
Lys Thr Ser Ser Thr Arg He Pro Glu Gin Arg Phe Cys Glu His Leu 
225 230 235 



agt gca ggc tec tea gga teg ctg tec cgc ace cat cca cct etc cag 
Ser Ala Gly Ser Ser Gly Ser Leu Ser Arg Thr His Pro Pro Leu Gin 
415 ^ 420 425 430 



cct tat cca gag aat gga ata ggg ggc cag gtt get ccc age age ace 
Pro Tyr Pro Glu Asn Gly He Gly Gly Gin Val Ala Pro Ser Ser Thr 
450 455 460 



819 



867 



915 



963 



aaa gat gaa aaa ggt gaa gaa tec cag aag egg ttt ate ttg aag cga 1011 
Lys Asp Glu Lys Gly Glu Glu Ser Gin Lys Arg Phe He Leu Lys Arg 
240 245 250 

gat aac tct agt att gat aaa gaa gac aat cag caa aac aga atg cat 1059 
Asp Asn Ser Ser He Asp Lys Glu Asp Asn Gin Gin Asn Arg Met His 
255 260 265 270 

cca ttt aga gat gac aga cga agt aaa tea att gaa gag aga gaa gag 1107 
Pro Phe Arg Asp Asp Arg Arg Ser Lys Ser He Glu Glu Arg Glu Glu 
275 280 285 

gaa tat cag aga gtg agg gag aga ata ttt gca cac gat tea gtt tgc 1155 
Glu Tyr Gin Arg Val Arg Glu Arg He Phe Ala His Asp Ser Val Cys 
290 295 300 

tec cag gaa age ctt ttt gtg gaa aac agt agg etc ttg gaa gac agt 1203 
Ser Gin Glu Ser Leu Phe Val Glu Asn Ser Arg Leu Leu Glu Asp Ser 
305 310 315 

aac ata tgc aat gag ace tat aag aaa aga cag etc ttt egg ggc aac 
Asn He Cys Asn Glu Thr Tyr Lys Lys Arg Gin Leu Phe Arg Gly Asn 
320 325 330 

aga gat ggc tea ggg aga aca tct ggg agt cga cag age age tea gaa 
Arg Asp Gly Ser Gly Arg Thr Ser Gly Ser Arg Gin Ser Ser Ser Glu 
335 340 345 350 

aat gaa etc aag tgg tct gac cac caa agg gee tgg age age aca gac 1347 
Asn Glu Leu Lys Trp Ser Asp His Gin Arg Ala Trp Ser Ser Thr Asp 
355 " 360 365 

tec gac agt tec aac cgc aat eta aag ccc gee atg acc aag acg gcg 1395 
Ser Asp Ser Ser Asn Arg Asn Leu Lys Pro Ala Met Thr Lys Thr Ala 
370 375 380 

agt ttt ggg ggc ate acg gtg ctg acc agg ggt gac age act tec agt 1443 
Ser Phe Gly Gly He Thr Val Leu Thr Arg Gly Asp Ser Thr Ser Ser 
385 390 395 

act agg agt acc ggg aag ctg tec aaa gca ggt tec gag tct tec age 1491 
Thr Arg Ser Thr Gly Lys Leu Ser Lys Ala Gly Ser Glu Ser Ser Ser 
400 405 410 



1251 



1299 



1539 



age aca ccc eta gtc tea ggt gtg gca get ggc tct cca ggc tgt gtg 1587 
Ser Thr Pro Leu Val Ser Gly Val Ala Ala Gly Ser Pro Gly Cys Val 
435 440 445 



1635 



age tac ate etc ctt cca ctt gaa get gca aca ggc ate ccg cct gga 1683 
Ser Tyr He Leu Leu Pro Leu Glu Ala Ala Thr Gly He Pro Pro Gly 
465 470 475 

age ate ctt ctt aat cca cac aca ggc cag ccc ttt gtg aat ccc gat 1731 
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Ser lie Leu Leu Asn Pro His Thr Gly Gin Pro Phe Val Asn Pro Asp 
480 485 490 

gga act cct gca ata tac aac cca ccc acc agt cag cag ccc ctg cga 1779 
Gly Thr Pro Ala lie Tyr Asn Pro Pro Thr Ser Gin Gin Pro Leu Arg 
495 500 505 510 

age gec atg gtg ggg cag tec caa cag cag cca cca cag cag cag ccc 1827 
Ser Ala Met Val Gly Gin Ser Gin Gin Gin Pro Pro Gin Gin Gin Pro 
515 520 525 

tec ccg cag ccc caa cag cag gtc cag cca ccg cag cca cag atg gca 1875 
Ser Pro Gin Pro Gin Gin Gin Val Gin Pro Pro Gin Pro Gin Met Ala 
530 535 540 

ggc cct ctg gtc act cag tct gtc cag ggg ctg cag get tec tec cag 
Gly Pro Leu Val Thr Gin Ser Val Gin Gly Leu Gin Ala Ser Ser Gin 
545 550 555 

tea gtg caa tat cca gca gtc tct ttt cct ccc cag cac etc eta cct 
Ser Val Gin Tyr Pro Ala Val Ser Phe Pro Pro Gin His Leu Leu Pro 
560 565 570 

gtg tct cca acg cag cac ttt ccc atg aga gat gat gtg gca aca cag 2019 
Val Ser Pro Thr Gin His Phe Pro Met Arg Asp Asp Val Ala Thr Gin 
575 580 585 590 



1923 



1971 



ttt ggc cag atg acc ctg age egg cag tec teg ggg gag act cct gaa 2067 
Phe Gly Gin Met Thr Leu Ser Arg Gin Ser Ser Gly Glu Thr Pro Glu 
595 600 605 

ccc cca tea ggt cct gtc tac cca tec tec ctt atg cca cag ccg gec 2115 
Pro Pro Ser Gly Pro Val Tyr Pro Ser Ser Leu Met Pro Gin Pro Ala 
610 615 620 

cag cag ccc age tat gta ate gee tct aca ggc cag cag ctt cct aca . 2163 
Gin Gin Pro Ser Tyr Val lie Ala Ser Thr Gly Gin Gin Leu Pro Thr 
625 630 635 

gga gga ttc tea ggc tct ggc cct ccc ate tec cag cag gtc etc cag 2211 
Gly Gly' Phe Ser Gly Ser Gly Pro Pro lie Ser Gin Gin Val Leu Gin 
640 645 650 

ccc cct ccc tea cca cag gga ttt gtg caa cag cct ccg cct gca cag 2259 
Pro Pro Pro Ser Pro Gin Gly Phe Val Gin Gin Pro Pro Pro Ala Gin 
655 660 665 670 

atg cct gta tat tat tac cca tct ggt cag tac cct acc tea acc acg 2307 
Met Pro Val Tyr Tyr Tyr Pro Ser Gly Gin Tyr Pro Thr Ser Thr Thr 
675 680 685 

caa cag tac egg ccc atg gee ccg gtt cag tac aac get cag agg agt 2355 
Gin Gin Tyr Arg Pro Met Ala Pro Val Gin Tyr Asn Ala Gin Arg Ser 
690 695 700 

caa cag atg cca cag gca gca cag caa gca ggt tac cag cca gtc ttg 2403 
Gin Gin Met Pro Gin Ala Ala Gin Gin Ala Gly Tyr Gin Pro Val Leu 
705 710 715 

tct ggt caa cag gga ttc caa ggc eta ata gga gtg cag cag cca cct 2451 
Ser Gly Gin Gin Gly Phe Gin Gly Leu He Gly Val Gin Gin Pro Pro 
720 725 730 

cag agt cag aac gtg ata aat aac caa caa gga act ccg gtg caa age 2499 
Gin Ser Gin Asn Val He Asn Asn Gin Gin Gly Thr Pro Val Gin Ser 
735 740 745 750 

gtg atg gtt tec tac cca aca atg tct tct tat cag gtg cca atg acc 2547 
Val Met Val Ser Tyr Pro Thr Met Ser Ser Tyr Gin Val Pro Met Thr 
755 760 765 

cag ggt tct caa gga ctg ccc cag cag tea tac caa cag cca ate atg 2595 
Gin Gly Ser Gin Gly Leu Pro Gin Gin Ser Tyr Gin Gin Pro He Met 
770 775 780 

eta cct aac cag gca ggt caa ggg tea etc cca gee act gga atg cct 2643 
Leu Pro Asn Gin Ala Gly Gin Gly Ser Leu Pro Ala Thr Gly Met Pro 
785 790 795 
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gtt tac tgt aat gtc aca ccg ccc acc cct cag aac aac ctt agg ctg 
Val Tyr Cys Asn Val Thr Pro Pro Thr Pro Gin Asn Asn Leu Arg Leu 
800 805 810 

att ggc cca cac tgc ccc tec age act gtc cca gtg atg tea get age 2739 
He Gly Pro His Cys Pro Ser Ser Thr Val Pro Val Met Ser Ala Ser 
815 820 825 830 

tgc aga aca aac tgt gca agt atg age aat get ggt tgg cag gtc aaa 2787 
Cvs Ara Thr Asn Cys Ala Ser Met Ser Asn Ala Gly Trp Gin Val Lys 
835 840 845 

ttc tga gagctctggc tgtggtacat ttcttcagat atttctcatg gectttgatg 2843 
Phe 

gaagaggaac aaggtgggaa aactggctga ggacttaagt attcactcaa cactcaaatg 2903 

attgetgetg gtattctgta aaaaataaac aaagactaat atacaegtta gctggttaat 2963 

ggtgcatatt tctgtcatgt ctgctaggta tgectttata gcttagctag tgacatgaat 3023 

tcatcaaggt aagattttct cctaccactg aataccactg tgtagattat aatatcccta 3083 

atttggatta gttttgtact ttgtgttgag tttgtgatgc taaaagtatt taaaaattat 3143 

atactaaatc acattgtacc aaagctgtaa tggaaaagca aagaagaatt gatgaattga 3203 

aggaataatt tatatacatt atagagtttt cttttttaat ggatatatac tgtattgtag 3263 

tgtttaatca aaataaaact atttgacctt atggaggaag gtcatgtttt taccaccaaa 3323 

aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaa 3369 

<210> 44 

<211> 847 

<212> PRT 

<213> Homo sapiens 

<400> 44 

Met Ser Glu Gin Gly Asp Leu Asn Gin Ala He Ala Glu Glu Gly Gly 
15 10 15 

Thr Glu Gin Glu Thr Ala Thr Pro Glu Asn Gly lie Val Lys Ser Glu 
20 25 30 

Ser Leu Asp Glu Glu Glu Lys Leu Glu Leu Gin Arg Arg Leu Glu Ala 
35 40 45 

Gin Asn Gin Glu Arg Arg Lys Ser Lys Ser Gly Ala Gly Lys Gly Lys 
50 55 60 

Leu Thr Arg Ser Leu Ala Val Cys Glu Glu Ser Ser Ala Arg Pro Gly 
65 70 75 80 

Gly Glu Ser Leu Gin Asp Gin Glu Ser He His Leu Gin Leu Ser Ser 
85 90 95 

Phe Ser Ser Leu Gin Glu Glu Asp Lys Ser Arg Lys Asp Asp Ser Glu 
100 105 110 

Arg Glu Lys Glu Lys Asp Lys Asn Lys Asp Lys Thr Ser Glu Lys Pro 
115 120 125 

Lys He Arg Met Leu Ser Lys Asp Cys Ser Gin Glu Tyr Thr Asp Ser 
130 135 140 



Thr Gly He Asp Leu His Glu Phe Leu He Asn Thr Leu Lys Asn Asn 
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145 150 155 160 

Ser Arg Asp Arg Met lie Leu Leu Lys Met Glu Gin Glu lie He Asp 
165 170 175 

Phe He Ala Asp Asn Asn Asn His Tyr Lys Lys Phe Pro Gin Met Ser 
180 . 185 190 

Ser Tyr Gin Arg Met Leu Val His Arg Val Ala Ala Tyr Phe Gly Leu 
195 200 205 

Asp His Asn Val Asp Gin Thr Gly Lys Ser Val He He Asn Lys Thr 
210 215 220 

Ser Ser Thr Arg He Pro Glu Gin Arg Phe Cys Glu His Leu Lys Asp 
225 230 235 240 

Glu Lys Gly Glu Glu Ser Gin Lys Arg Phe lie Leu Lys Arg Asp Asn 
245 250 255 

Ser Ser He Asp Lys Glu Asp Asn Gin Gin Asn Arg Met His Pro Phe 
260 265 270 

Arg Asp Asp Arg Arg Ser Lys Ser He Glu Glu Arg Glu Glu Glu Tyr 
275 280 285 

Gin Arg Val Arg Glu Arg He Phe Ala His Asp Ser Val Cys Ser Gin 
290 295 300 

Glu Ser Leu Phe Val Glu Asn Ser Arg Leu Leu Glu Asp Ser Asn He 
305 310 315 320 

Cys Asn Glu Thr Tyr Lys Lys Arg Gin Leu Phe Arg Gly Asn Arg Asp 
325 330 335 

Gly Ser Gly Arg Thr Ser Gly Ser Arg Gin Ser Ser Ser Glu Asn Glu 
340 345 350 

Leu Lys Trp Ser Asp His Gin Arg Ala Trp Ser Ser Thr Asp Ser Asp 
355 360 365 

Ser Ser Asn Arg Asn Leu Lys Pro Ala Met Thr Lys Thr Ala Ser Phe 
370 375 380 

Gly Gly He Thr Val Leu Thr Arg Gly Asp Ser Thr Ser Ser Thr Arg 
385 390 395 400 

Ser Thr Gly Lys Leu Ser Lys Ala Gly Ser Glu Ser Ser Ser Ser Ala 
405 410 415 

Gly Ser Ser Gly Ser Leu Ser Arg Thr His Pro Pro Leu Gin Ser Thr 
420 425 430 

Pro Leu Val Ser Gly Val Ala Ala Gly Ser Pro Gly Cys Val Pro Tyr 
435 440 445 

Pro Glu Asn Gly He Gly Gly Gin Val Ala Pro Ser Ser Thr Ser Tyr 
450 455 460 
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lie Leu Leu Pro Leu Glu Ala Ala Thr Gly lie Pro Pro Gly Ser He 
465 470 475 480 



Leu Leu Asn Pro His Thr Gly Gin Pro Phe Val Asn Pro Asp Gly Thr 
485 490 495 



Pro Ala He Tyr Asn Pro Pro Thr Ser Gin Gin Pro Leu Arg Ser Ala 
500 505 510 



Met Val Gly Gin Ser Gin Gin Gin Pro Pro Gin Gin Gin Pro Ser Pro 
515 520 525 



Gin Pro Gin Gin Gin Val Gin Pro Pro Gin Pro Gin Met Ala Gly Pro 
530 535 540 



Leu Val Thr Gin Ser Val Gin Gly Leu Gin Ala Ser Ser Gin Ser Val 
545 550 555 560 



Gin Tyr Pro Ala Val Ser Phe Pro Pro Gin His Leu Leu Pro Val Ser 
565 570 575 



Pro Thr Gin His Phe Pro Met Arg Asp Asp Val Ala Thr Gin Phe Gly 
580 585 590 



Gin Met Thr Leu Ser Arg Gin Ser Ser Gly Glu Thr Pro Glu Pro Pro 
595 600 605 



Ser Gly Pro Val Tyr Pro Ser Ser Leu Met Pro Gin Pro Ala Gin Gin 
610 " 615 620 



Pro Ser Tyr Val He Ala Ser Thr Gly Gin Gin Leu Pro Thr Gly Gly 
625 630 635 640 



Phe Ser Gly Ser Gly Pro Pro lie Ser Gin Gin Val Leu Gin Pro Pro 
645 650 655 



Pro Ser Pro Gin Gly Phe Val Gin Gin Pro Pro Pro Ala Gin Met Pro 
660 665 670 



Val Tyr Tyr Tyr Pro Ser Gly Gin Tyr Pro Thr Ser Thr Thr Gin Gin 
675 680 685 



Tyr Arg Pro Met Ala Pro Val Gin Tyr Asn Ala Gin Arg Ser Gin Gin 
690 695 700 



Met Pro Gin Ala Ala Gin Gin Ala Gly Tyr Gin Pro Val Leu Ser Gly 
705 710 715 720 



Gin Gin Gly Phe Gin Gly Leu He Gly Val Gin Gin Pro Pro Gin Ser 
725 730 735 



Gin Asn Val He Asn Asn Gin Gin Gly Thr Pro Val Gin Ser Val Met 
740 745 750 



Val Ser Tyr Pro Thr Met Ser Ser Tyr Gin Val Pro Met Thr Gin Gly 
755 760 765 



Ser Gin Gly Leu Pro Gin Gin Ser Tyr Gin Gin Pro He Met Leu Pro 



770 



775 



780 
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Asn Gin Ala Gly Gin Gly Ser Leu Pro Ala Thr Gly Met Pro Val Tyr 
785 790 795 800 

Cys Asn Val Thr Pro Pro Thr Pro Gin Asn Asn Leu Arg Leu lie Gly 
805 810 815 

Pro His Cys Pro Ser Ser Thr Val Pro Val Met Ser Ala Ser Cys Arg 
820 825 830 

Thr Asn Cys Ala Ser Met Ser Asn Ala Gly Trp Gin Val Lys Phe 
835 840 845 

<210> 45 

<211> 3374 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (329) (2812) 

<223> 

<400> 45 

gtctattttt aatgctattt aatgaaggag cgagcgcctc actcagcaat aaaagaagca 60 

tgagggaaga cagagcagtg catggttatg gatactggac aaggatattt ggaaaggttg 120 

acgatgtgtc acactgtgta agggaatcgc atggagatgg gcattccgaa ctgttaatgg 180 

ggacatggga ctccagttgt ctctgatcac ttgtgtggat tttcctggcg tagaacgaca 240 
gaagccgcta gtaagtcgcc aagacctaca gcaggaattc tgcaccaaag ggcataaaat 



aag tea gga gca gga aaa ggt aaa ctg act cgc agt ctt get gtc tgt 
Lys Ser Gly Ala Gly Lys Gly Lys Leu Thr Arg Ser Leu Ala Val Cys 
60 " 65 70 

gag gaa tct tct gec aga cca gga ggt gaa agt ctt cag gat cag gaa 
Glu Glu Ser Ser Ala Arg Pro Gly Gly Glu Ser Leu Gin Asp Gin Glu 
75 80 85 



300 



cttgttattt taatttgeat ctgggaga atg tct gag caa gga gac ctg aat 352 

Met Ser Glu Gin Gly Asp Leu Asn 
1 5 

cag gca ata gca gag gaa gga ggg act gag cag gag acg gec act cca 400 
Gin Ala lie Ala Glu Glu Gly Gly Thr Glu Gin Glu Thr Ala Thr Pro 
10 15 20 

gag aac ggc att gtt aaa tea gaa agt ctg gat gaa gag gag aaa ctg 448 
Glu Asn Gly lie Val Lys Ser Glu Ser Leu Asp Glu Glu Glu Lys Leu 
25 30 35 40 

gaa ctg cag agg egg ctg gag get cag aat caa gaa aga aga aaa tec 496 
Glu Leu Gin Arg Arg Leu Glu Ala Gin Asn Gin Glu Arg Arg Lys Ser 
45 50 55 



544 



592 



tea att cat tta cag ctt tec agt ttt tec age ctg caa gag gag gat 640 
Ser He His Leu Gin Leu Ser Ser Phe Ser Ser Leu Gin Glu Glu Asp 
90 95 100 

aaa tct agg aaa gat gac tct gaa aga gaa aaa gaa aag gat aaa aac 688 
Lys Ser Arg Lys Asp Asp Ser Glu Arg Glu Lys Glu Lys Asp Lys Asn 
105 110 115 120 

aaa gat aaa ace tct gaa aaa ccc aag ate aga atg tta tea aaa gat 736 
Lys Asp Lys Thr Ser Glu Lys Pro Lys He Arg Met Leu Ser Lys Asp 
125 130 135 

tgc age caa gaa tac acg gat tct aca ggc ata gac tta cac gag ttt 784 
Cys Ser Gin Glu Tyr Thr Asp Ser Thr Gly He Asp Leu His Glu Phe 
140 145 150 

ctg att aac aca tta aag aat aat tec agg gac agg atg ata ctt ttg 832 
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Leu He Asn Thr Leu Lys Asn Asn Ser Arg Asp Arg Met He Leu Leu 
155 160 165 



928 



976 



1024 



1072 



1120 



1168 



aaa atg gag cag gaa att att gat ttc att get gac aac aat aat cat 880 
Lys Met Glu Gin Glu He He Asp Phe He Ala Asp Asn Asn Asn His 
170 175 180 

tat aaa aag ttc cct cag atg tea teg tat cag agg atg ctt gtc cat 
Tyr Lys Lys Phe Pro Gin Met Ser Ser Tyr Gin Arg Met Leu Val His 
185 190 195 200 

cga gtg gca get tat ttt gga ttg gat cac aat gtg gat caa aca gga 
Arg Val Ala Ala Tyr Phe Gly Leu Asp His Asn Val Asp Gin Thr Gly 
205 210 215 

aaa tct gtt ate ate aac aag acc age age acc aga ata cca gag caa 
Lys Ser Val He He Asn Lys Thr Ser Ser Thr Arg He Pro Glu Gin 
220 225 230 

agg ttt tgt gaa cat tta aaa gat gaa aaa ggt gaa gaa tec cag aag 
Arg Phe Cys Glu His Leu Lys Asp Glu Lys Gly Glu Glu Ser Gin Lys 
235 240 245 

egg ttt ate ttg aag cga gat aac tct agt att gat aaa gaa gac aat 
Arg Phe He Leu Lys Arg Asp Asn Ser Ser He Asp Lys Glu Asp Asn 
250 255 260 

cag caa aac aga atg cat cca ttt aga gat gac aga cga agt aaa tea 
Gin Gin Asn Arg Met His Pro Phe Arg Asp Asp Arg Arg Ser Lys Ser 
265 270 275 280 

att gaa gag aga gaa gag gaa tat cag aga gtg agg gag . aga ata ttt 1216 
He Glu Glu Arg Glu Glu Glu Tyr Gin Arg Val Arg Glu Arg He Phe 
285 290 295 

gca cac gat tea gtt tgc tec cag gaa age ctt ttt gtg gaa aac agg 1264 
Ala His Asp Ser Val Cys Ser Gin Glu Ser Leu Phe Val Glu Asn Arg 
300 305 310 

ggc aac aga gat ggc tea ggg aga aca tct ggg agt cga cag age age 1312 
Gly Asn Arg Asp Gly Ser Gly Arg Thr Ser Gly Ser Arg Gin Ser Ser 
315 320 325 

tea gaa aat gaa etc aag tgg tct gac cac caa agg gee tgg age age 1360 
Ser Glu Asn Glu Leu Lys Trp Ser Asp His Gin Arg Ala Trp Ser Ser 
330 335 340 

aca gac tec gac agt tec aac cgc aat eta aag ccc gee atg acc aag 1408 
Thr Asp Ser Asp Ser Ser Asn Arg Asn Leu Lys Pro Ala Met Thr Lys 
345 350 355 360 

acg gcg agt ttt ggg ggc ate acg gtg ctg acc agg ggt gac age act 1456 
Thr Ala Ser Phe Gly Gly He Thr Val Leu Thr Arg Gly Asp Ser Thr 
365 370 375 

tec agt act agg agt acc ggg aag ctg tec aaa gca ggt tec gag tct 1504 
Ser Ser Thr Arg Ser Thr Gly Lys Leu Ser Lys Ala Gly Ser Glu Ser 
380 385 390 

tec age agt gca ggc tec tea gga teg ctg tec cgc acc cat cca cct 1552 
Ser Ser Ser Ala Gly Ser Ser Gly Ser Leu Ser Arg Thr His Pro Pro 
395 400 405 

etc cag age aca ccc eta gtc tea ggt gtg gca get ggc tct cca ggc 1600 
Leu Gin Ser Thr Pro Leu Val Ser Gly Val Ala Ala Gly Ser Pro Gly 
410 415 420 

tgt gtg cct tat cca gag aat gga ata ggg ggc cag gtt get ccc age 1648 
Cys Val Pro Tyr Pro Glu Asn Gly He Gly Gly Gin Val Ala Pro Ser 
425 430 435 440 

age acc age tac ate etc ctt cca ctt gaa get gca aca ggc ate ccg 1696 
Ser Thr Ser Tyr He Leu Leu Pro Leu Glu Ala Ala Thr Gly He Pro 
445 450 455 

cct gga age ate ctt ctt aat cca cac aca ggc cag ccc ttt gtg aat 1744 
Pro Gly Ser He Leu Leu Asn Pro His Thr Gly Gin Pro Phe Val Asn 
460 465 470 
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ccc gat gga act cct gca at a tac aac cca ccc acc agt cag cag ccc 1792 
Pro Asp Gly Thr Pro Ala He Tyr Asn Pro Pro Thr Ser Gin Gin Pro 
475 480 485 

ctg cga age gec atg gtg ggg cag tec caa cag cag ccg cca cag cag 1840 
Leu Arg Ser Ala Met Val Gly Gin Ser Gin Gin Gin Pro Pro Gin Gin 
490 495 500 

cag ccc tec ccg cag ccc caa cag cag gtc cag cca ccg cag cca cag 1888 
Gin Pro Ser Pro Gin Pro Gin Gin Gin Val Gin Pro Pro Gin Pro Gin 
505 510 515 520 

atg gca ggc cct ctg gtc act cag tct gtc cag ggg ctg cag get tec 1936 
Met Ala Gly Pro Leu Val Thr Gin Ser Val Gin Gly Leu Gin Ala Ser 
525 530 535 

tec cag tea gtg caa tat ccg gca gtc tct ttt cct ccc cag cac etc 1984 
Ser Gin Ser Val Gin Tyr Pro Ala Val Ser Phe Pro Pro Gin His Leu 
540 545 550 

eta cct gtg tct cca acg cag cac ttt ccc atg aga gat gat gtg gca 
Leu Pro Val Ser Pro Thr Gin His Phe Pro Met Arg Asp Asp Val Ala 
555 560 565 

aca cag ttt ggc cag atg acc ctg age egg cag tec teg ggg gag act 
Thr Gin Phe Gly Gin Met Thr Leu Ser Arg Gin Ser Ser Gly Glu Thr 
570 " 575 580 

cct gaa ccc cca tea ggt cct gtc tac cca tec tec ctt atg cca cag 
Pro Glu Pro Pro Ser Gly Pro Val Tyr Pro Ser Ser Leu Met Pro Gin 
585 590 595 600 

ccg gee cag cag ccc age tat gta ate gee tct aca ggc cag cag ctt 2176 
Pro Ala Gin Gin Pro Ser Tyr Val He Ala Ser Thr Gly Gin Gin Leu 
605 610 615 

cct aca gga gga ttc tea ggc tct ggc cct ccc ate tec cag cag gtc 2224 
Pro Thr Gly Gly Phe Ser Gly Ser Gly Pro Pro He Ser Gin Gin Val 
620 625 630 

etc cag ccc cct ccc tea cca cag gga ttt gtg caa cag cct ccg cct 
Leu Gin Pro Pro Pro Ser Pro Gin Gly Phe Val Gin Gin Pro Pro Pro 
635 640 645 

gca cag atg cct gta tat tat tac cca tct ggt cag tac cct acc tea 
Ala Gin Met Pro Val Tyr Tyr Tyr Pro Ser Gly Gin Tyr Pro Thr Ser 
650 655 660 

acc acg caa cag tac egg ccc atg gee ccg gtt cag tac aac get cag 
Thr Thr Gin Gin Tyr Arg Pro Met Ala Pro Val Gin Tyr Asn Ala Gin 
665 670 675 680 

agg agt caa cag atg cca cag gca gca cag caa gca ggt tac cag cca 2416 
Arg Ser Gin Gin Met Pro Gin Ala Ala Gin Gin Ala Gly Tyr Gin Pro 
685 690 695 

gtc ttg tct ggt caa cag gga ttc caa ggc eta ata gga gtg cag cag 2464 
Val Leu Ser Gly Gin Gin Gly Phe Gin Gly Leu He Gly Val Gin Gin 
700 705 710 



2032 



2080 



2128 



2272 



2320 



2368 



2560 



2608 



cca cct cag agt cag aac gtg ata aat aac caa caa gga act ccg gtg 2512 
Pro Pro Gin Ser Gin Asn Val He Asn Asn Gin Gin Gly Thr Pro Val 
715 720 725 

caa age gtg atg gtt tec tac cca aca atg tct tct tat cag gtg cca 
Gin Ser Val Met Val Ser Tyr Pro Thr Met Ser Ser Tyr Gin Val Pro 
730 735 740 

atg acc cag ggt tct caa gga ctg ccc cag cag tea tac caa cag cca 
Met Thr Gin Gly Ser Gin Gly Leu Pro Gin Gin Ser Tyr Gin Gin Pro 
745 750 755 760 

ate atg eta cct aac cag gca ggt caa ggg tea etc cca gec act gga 2656 
He Met Leu Pro Asn Gin Ala Gly Gin Gly Ser Leu Pro Ala Thr Gly 
765 770 775 

atg cct gtt tac tgt aat gtc aca ccg ccc acc cct cag aac aac ctt 2704 
Met Pro Val Tyr Cys Asn Val Thr Pro Pro Thr Pro Gin Asn Asn Leu 
780 785 790 
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agg ctg att ggc cca cac tgc ccc tec age act gtc cca gtg atg tea 2752 
Arg Leu lie Gly Pro His Cys Pro Ser Ser Thr Val Pro Val Met Ser 
795 800 805 

get age tgc aga aca aac tgt gca agt atg age aat get ggt tgg cag 2800 
Ala Ser Cys Arg Thr Asn Cys Ala Ser Met Ser Asn Ala Gly Trp Gin 
810 815 820 

gtc aaa ttc tga gagctctggc tgtggtacat ttcttcagat atttctcatg 2852 

Val Lys Phe 

825 

gectttgatg gaagaggaac aaggtgggaa aactggctga ggacttaagt attcactcaa 2912 

cactcaaatg attgetgetg gtattctgta aaaaataaac aaagactaat atacaegtta 2972 

gctggttaat ggtgcatatt tctgtcatgt ctgctaggta tgectttata gcttagctag 3032 

tgacatgaat tcatcaaggt aagattttct cctaccactg aataccactg tgtagattat 3092 

aatatcccta atttggatta gttttgtact ttgtgttgag tttgtgatgc taaaagtatt 3152 

taaaaattat atactaaatc acattgtacc aaagctgtaa tggaaaagca aagaagaatt 3212 

gatgaattga aggaataatt tatatacatt atagagtttt cttttttaat ggatatatac 3272 

tgtattgtag tgtttaatca aaataaaact atttgacctt atggaggaag gtcatgtttt 3332 

taaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 3374 



<210> 46 

<211> 827 

<212> PRT 

<213> Homo sapiens 

<400> 4 6 

Met Ser Glu Gin Gly Asp Leu Asn Gin Ala He Ala Glu Glu Gly Gly 
15 10 15 



Thr Glu Gin Glu Thr Ala Thr Pro Glu Asn Gly He Val Lys Ser Glu 
20 25 30 



Ser Leu Asp Glu Glu Glu Lys Leu Glu Leu Gin Arg Arg Leu Glu Ala 
35 40 45 



Gin Asn Gin Glu Arg Arg Lys Ser Lys Ser Gly Ala Gly Lys Gly Lys 
50 55 60 



Leu Thr Arg Ser Leu Ala Val Cys Glu Glu Ser Ser Ala Arg Pro Gly 
65 70 75 80 



Gly Glu Ser Leu Gin Asp Gin Glu Ser He His Leu Gin Leu Ser Ser 
85 90 95 



Phe Ser Ser Leu Gin Glu Glu Asp Lys Ser Arg Lys Asp Asp Ser Glu 
100 105 HO 



Arg Glu Lys Glu Lys Asp Lys Asn Lys Asp Lys Thr Ser Glu Lys Pro 
115 120 125 



Lys He Arg Met Leu Ser Lys Asp Cys Ser Gin Glu Tyr Thr Asp Ser 
130 135 140 



Thr Gly He Asp Leu His Glu Phe Leu He Asn Thr Leu Lys Asn Asn 



145 



150 



155 



160 
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Ser Arg Asp Arg Met lie Leu Leu Lys Met Glu Gin Glu lie He Asp 
165 170 175 

Phe He Ala Asp Asn Asn Asn His Tyr Lys Lys Phe Pro Gin Met Ser 
180 185 190 

Ser Tyr Gin Arg Met Leu Val His Arg Val Ala Ala Tyr Phe Gly Leu 
195 200 205 

Asp His Asn Val Asp Gin Thr Gly Lys Ser Val He He Asn Lys Thr 
210 215 220 

Ser Ser Thr Arg He Pro Glu Gin Arg Phe Cys Glu His Leu Lys Asp 
225 230 235 240 

Glu Lys Gly Glu Glu Ser Gin Lys Arg Phe He Leu Lys Arg Asp Asn 
245 250 255 

Ser Ser He Asp Lys Glu Asp Asn Gin Gin Asn Arg Met His Pro Phe 
260 265 270 

Arg Asp Asp Arg Arg Ser Lys Ser He Glu Glu Arg Glu Glu Glu Tyr 
275 280 285 

Gin Arg Val Arg Glu Arg He Phe Ala His Asp Ser Val Cys Ser Gin 
290 295 300 

Glu Ser Leu Phe Val Glu Asn Arg Gly Asn Arg Asp Gly Ser Gly Arg 
305 310 315 320 

Thr Ser Gly Ser Arg Gin Ser Ser Ser Glu Asn Glu Leu Lys Trp Ser 
325 330 335 

Asp His Gin Arg Ala Trp Ser Ser Thr Asp Ser Asp Ser Ser Asn Arg 
340 345 350 

Asn Leu Lys Pro Ala Met Thr Lys Thr Ala Ser Phe Gly Gly He Thr 
355 360 365 

Val Leu Thr Arg Gly Asp Ser Thr Ser Ser Thr Arg Ser Thr Gly Lys 
370 375 380 

Leu Ser Lys Ala Gly Ser Glu Ser Ser Ser Ser Ala Gly Ser Ser Gly 
385 390 395 400 

Ser Leu Ser Arg Thr His Pro Pro Leu Gin Ser Thr Pro Leu Val Ser 
405 410 415 

Gly Val Ala Ala Gly Ser Pro Gly Cys Val Pro Tyr Pro Glu Asn Gly 
420 425 430 

He Gly Gly Gin Val Ala Pro Ser Ser Thr Ser Tyr He Leu Leu Pro 
435 440 445 

Leu Glu Ala Ala Thr Gly He Pro Pro Gly Ser He Leu Leu Asn Pro 
450 455 460 

His Thr Gly Gin Pro Phe Val Asn Pro Asp Gly Thr Pro Ala He Tyr 
465 470 475 480 
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Asn Pro Pro Thr Ser Gin Gin Pro Leu Arg Ser Ala Met Val Gly Gin 
485 490 495 

Ser Gin Gin Gin Pro Pro Gin Gin Gin Pro Ser Pro Gin Pro Gin Gin 
500 505 510 

Gin Val Gin Pro Pro Gin Pro Gin Met Ala Gly Pro Leu Val Thr Gin 
515 520 525 

Ser Val Gin Gly Leu Gin Ala Ser Ser Gin Ser Val Gin Tyr Pro Ala 
530 535 540 

Val Ser Phe Pro Pro Gin His Leu Leu Pro Val Ser Pro Thr Gin His 
545 550 555 560 

Phe Pro Met Arg Asp Asp Val Ala Thr Gin Phe Gly Gin Met Thr Leu 
565 570 575 

Ser Arg Gin Ser Ser Gly Glu Thr Pro Glu Pro Pro Ser Gly Pro Val 
580 585 590 

Tyr Pro Ser Ser Leu Met Pro Gin Pro Ala Gin Gin Pro Ser Tyr Val 
595 600 605 

He Ala Ser Thr Gly Gin Gin Leu Pro Thr Gly Gly Phe Ser Gly Ser 
610 615 620 

Gly Pro Pro He Ser Gin Gin Val Leu Gin Pro Pro Pro Ser Pro Gin 
625 630 635 640 

Gly Phe Val Gin Gin Pro Pro Pro Ala Gin Met Pro Val Tyr Tyr Tyr 
645 650 655 

Pro Ser Gly Gin Tyr Pro Thr Ser Thr Thr Gin Gin Tyr Arg Pro Met 
660 665 670 

Ala Pro Val Gin Tyr Asn Ala Gin Arg Ser Gin Gin Met Pro Gin Ala 
675 680 685 

Ala Gin Gin Ala Gly Tyr Gin Pro Val Leu Ser Gly Gin Gin Gly Phe 
690 695 700 

Gin Gly Leu He Gly Val Gin Gin Pro Pro Gin Ser Gin Asn Val He 
705 710 715 720 

Asn Asn Gin Gin Gly Thr Pro Val Gin Ser Val Met Val Ser Tyr Pro 
725 730 735 

Thr Met Ser Ser Tyr Gin Val Pro Met Thr Gin Gly Ser Gin Gly Leu 
740 745 750 

Pro Gin Gin Ser Tyr Gin Gin Pro He Met Leu Pro Asn Gin Ala Gly 
755 760 765 

Gin Gly Ser Leu Pro Ala Thr Gly Met Pro Val Tyr Cys Asn Val Thr 
770 775 780 

Pro Pro Thr Pro Gin Asn Asn Leu Arg Leu He Gly Pro His Cys Pro 
785 790 795 800 
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Ser Ser Thr Val Pro Val Met Ser Ala Ser Cys Arg Thr Asn Cys Ala 
805 810 815 

Ser Met Ser Asn Ala Gly Trp Gin Val Lys Phe 
820 825 

<210> 47 

<211> 3332 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (329) (2770) 

<223> 

<400> 47 ' 
gtctattttt aatgctattt aatgaaggag cgagcgcctc actcagcaat aaaagaagca 60 

tgagggaaga cagagcagtg catggttatg gatactggac aaggatattt ggaaaggttg 120 

acgatgtgtc acactgtgta agggaatcgc atggagatgg gcattccgaa ctgttaatgg 180 

ggacatggga ctccagttgt ctctgatcac ttgtgtggat tttcctggcg tagaacgaca 240 

gaagccgcta gtaagtcgcc aagacctaca gcaggaattc tgcaccaaag ggcataaaat 300 

cttgttattt taatttgcat ctgggaga atg tct gag caa gga gac ctg aat 352 

Met Ser Glu Gin Gly Asp Leu Asn 
1 5 

cag gca ata gca gag gaa gga ggg act gag cag gag acg gcc act cca 400 
Gin Ala He Ala Glu Glu Gly Gly Thr Glu Gin Glu Thr Ala Thr Pro 
10 15 20 

gag aac ggc att gtt aaa tea gaa agt ctg gat gaa gag gag aaa ctg 
Glu Asn Gly He Val Lys Ser Glu Ser Leu Asp Glu Glu Glu Lys Leu 
25 30 35 40 

gaa ctg cag agg egg ctg gag get cag aat caa gaa aga aga aaa tec 
Glu Leu Gin Arg Arg Leu Glu Ala Gin Asn Gin Glu Arg Arg Lys Ser 
45 50 55 

aag tea gga gca gga aaa ggt aaa ctg act cgc agt ctt get gtc tgt 544 
Lys Ser Gly Ala Gly Lys Gly Lys Leu Thr Arg Ser Leu Ala Val Cys 
60 65 70 



448 



496 



gag gaa tct tct gcc aga cca gga ggt gaa agt ctt cag gat cag gaa 592 
Glu Glu Ser Ser Ala Arg Pro Gly Gly Glu Ser Leu Gin Asp Gin Glu 
75 80 85 

tea att cat tta cag ctt tec agt ttt tec age ctg caa gag gag gat 
Ser He His Leu Gin Leu Ser Ser Phe Ser Ser Leu Gin Glu Glu Asp 
90 95 100 

aaa tct agg aaa gat gac tct gaa aga gaa aaa gaa aag gat aaa aac 
Lys Ser Arg Lys Asp Asp Ser Glu Arg Glu Lys Glu Lys Asp Lys Asn 
105 110 115 120 

aaa gat aaa ace tct gaa aaa ccc aag ate aga atg tta tea aaa gat 736 
Lys Asp Lys Thr Ser Glu Lys Pro Lys He Arg Met Leu Ser Lys Asp 
125 130 135 



640 



688 



tgc age caa gaa tac acg gat tct aca ggc ata gac tta cac gag ttt 
Cys Ser Gin Glu Tyr Thr Asp Ser Thr Gly He Asp Leu His Glu Phe 
140 145 150 

ctg att aac aca tta aag aat aat tec agg gac agg atg ata ctt ttg 
Leu He Asn Thr Leu Lys Asn Asn Ser Arg Asp Arg Met He Leu Leu 
155 160 165 

aaa atg gag cag gaa att att gat ttc att get gac aac aat aat cat 
Lys Met Glu Gin Glu He He Asp Phe He Ala Asp Asn Asn Asn His 
170 175 180 



784 



832 



880 
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475 480 "* 485 

cag cag cag ccc tec ccg cag ccc caa cag cag gtc cag cca ccg cag 
Gin Gin Gin Pro Ser Pro Gin Pro Gin Gin Gin Val Gin Pro Pro Gin 
490 495 500 
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tat aaa aag ttc cct cag atg tea teg tat cag agg atg ctt gtc cat 
Tyr Lys Lys Phe Pro Gin Met Ser Ser Tyr Gin Arg Met Leu Val His 
185 190 195 200 

cga gtg gca get tat ttt gga ttg gat cac aat gtg gat caa aca gga 976 
Arg Val Ala Ala Tyr Phe Gly Leu Asp His Asn Val Asp Gin Thr Gly 
205 210 215 

aaa tct gtt ate ate aac aag ace age age ace aga at a cca gag caa 1024 
Lys Ser Val lie He Asn Lys Thr Ser Ser Thr Arg He Pro Glu Gin 
220 225 230 

agg ttt tgt gaa cat tta aaa gat gaa aaa ggt gaa gaa tec cag aag 
Arg Phe Cys Glu His Leu Lys Asp Glu Lys Gly Glu Glu Ser Gin Lys 
235 240 245 

egg ttt ate ttg aag cga gat aac tct agt att gat aaa gaa gac aat 
Arg Phe He Leu Lys Arg Asp Asn Ser Ser He Asp Lys Glu Asp Asn 
250 255 260 

cag tea gtt tgc tec cag gaa age ctt ttt gtg gaa aac agt agg etc 1168 
Gin Ser Val Cys Ser Gin Glu Ser Leu Phe Val Glu Asn Ser Arg Leu 
265 "* 270 275 280 

ttg gaa gac agt aac ata tgc aat gag ace tat aag aaa aga cag etc 1216 
Leu Glu Asp Ser Asn He Cys Asn Glu Thr Tyr Lys Lys Arg Gin Leu 
285 290 295 

ttt egg ggc aac aga gat ggc tea ggg aga aca tct ggg agt cga cag 1264 
Phe Arg Gly Asn Arg Asp Gly Ser Gly Arg Thr Ser Gly Ser Arg Gin 
300 305 310 

age age tea gaa aat gaa etc aag tgg tct gac cac caa agg gee tgg 1312 
Ser Ser Ser Glu Asn Glu Leu Lys Trp Ser Asp His Gin Arg Ala Trp 
315 320 325 

age age aca gac tec gac agt tec aac cgc aat eta aag ccc gee atg 1360 
Ser Ser Thr Asp Ser Asp Ser Ser Asn Arg Asn Leu Lys Pro Ala Met 
330 335 340 

ace aag acg gcg agt ttt ggg ggc ate acg gtg ctg ace agg ggt gac 1408 
Thr Lys Thr Ala Ser Phe Gly Gly He Thr Val Leu Thr Arg Gly Asp 
345 350 355 360 

age act tec agt act agg agt ace ggg aag ctg tec aaa gca ggt tec 1456 
Ser Thr Ser Ser Thr Arg Ser Thr Gly Lys Leu Ser Lys Ala Gly Ser 
365 370 375 

gag tct tec age agt gca ggc tec tea gga teg ctg tec cgc ace cat 1504 
Glu Ser Ser Ser Ser Ala Gly Ser Ser Gly Ser Leu Ser Arg Thr His 
380 385 390 

cca cct etc cag age aca ccc eta gtc tea ggt gtg gca get ggc tct 
Pro Pro Leu Gin Ser Thr Pro Leu Val Ser Gly Val Ala Ala Gly Ser 
395 400 405 

cca ggc tgt gtg cct tat cca gag aat gga ata ggg ggc cag gtt get 
Pro Gly Cys Val Pro Tyr Pro Glu Asn Gly He Gly Gly Gin Val Ala 
410 415 420 

ccc age age ace age tac ate etc ctt cca ctt gaa get gca aca ggc 1648 
Pro Ser Ser Thr Ser Tyr He Leu Leu Pro Leu Glu Ala Ala Thr Gly 
425 430 435 440 

ate ccg cct gga age ate ctt ctt aat cca cac aca ggc cag ccc ttt 1696 
He Pro Pro Gly Ser He Leu Leu Asn Pro His Thr Gly Gin Pro Phe 
445 450 455 

gtg aat ccc gat gga act cct gca ata tac aac cca ccc ace agt cag 1744 
Val Asn Pro Asp Gly Thr Pro Ala He Tyr Asn Pro Pro Thr Ser Gin 
460 465 470 

cag ccc ctg cga age gee atg gtg ggg cag tec caa cag cag ccg cca 1792 
Gin Pro Leu Arg Ser Ala Met Val Gly Gin Ser Gin Gin Gin Pro Pro 

. _ - a an A PR 



1552 



1600 



1840 
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cca cag atg gca ggc cct ctg gtc act cag tct gtc cag ggg ctg cag 
Pro Gin Met Ala Gly Pro Leu Val Thr Gin Ser Val Gin Gly Leu Gin 
505 510 515 520 

get tec tec cag tea gtg caa tat ccg gca gtc tct ttt cct ccc cag 
Ala Ser Ser Gin Ser Val Gin Tyr Pro Ala Val Ser Phe Pro Pro Gin 
525 530 535 

cac etc eta cct gtg tct cca acg cag cac ttt ccc atg aga gat gat 
His Leu Leu Pro Val Ser Pro Thr Gin His Phe Pro Met Arg Asp Asp 
540 545 550 

gtg gca aca cag ttt ggc cag atg acc ctg age egg cag tec teg ggg 
Val Ala Thr Gin Phe Gly Gin Met Thr Leu Ser Arg Gin Ser Ser Gly 
555 560 565 

gag act cct gaa ccc cca tea ggt cct gtc tac cca tec tec ctt atg 
Glu Thr Pro Glu Pro Pro Ser Gly Pro Val Tyr Pro Ser Ser Leu Met 
570 575 580 

cca cag ccg gee cag cag ccc age tat gta ate gee tct aca ggc cag 
Pro Gin Pro Ala Gin Gin Pro Ser Tyr Val He Ala Ser Thr Gly Gin 
585 590 595 600 

cag ctt cct aca gga gga ttc tea ggc tct ggc cct ccc ate tec cag 
Gin Leu Pro Thr Gly Gly Phe Ser Gly Ser Gly Pro Pro He Ser Gin 
605 610 615 

cag gtc etc cag ccc cct ccc tea cca cag gga tty gtg caa cag cct 
Gin Val Leu Gin Pro Pro Pro Ser Pro Gin Gly Phe Val Gin Gin Pro 
620 625 630 

ccg cct gca cag atg cct gta tat tat tac cca tct ggt cag tac cct 
Pro Pro Ala Gin Met Pro Val Tyr Tyr Tyr Pro Ser Gly Gin Tyr Pro 
635 640 645 

acc tea acc acg caa cag tac egg ccc atg gee ccg gtt cag tac aac 
Thr Ser Thr Thr Gin Gin Tyr Arg Pro Met Ala Pro Val Gin Tyr Asn 
650 655 660 

get cag agg agt caa cag atg cca cag gca gca cag caa gca ggt tac 
Ala Gin Arg Ser Gin Gin Met Pro Gin Ala Ala Gin Gin Ala Gly Tyr 
665 " 670 675 680 

cag cca gtc ttg tct ggt caa cag gga ttc caa ggc eta ata gga gtg 2416 
Gin Pro Val Leu Ser Gly Gin Gin Gly Phe Gin Gly Leu He Gly Val 
685 690 695 

cag cag cca cct cag agt cag aac gtg ata aat aac caa caa gga act 2464 
Gin Gin Pro Pro Gin Ser Gin Asn Val He Asn Asn Gin Gin Gly Thr 
700 "705 710 

ccg gtg caa age gtg atg gtt tec tac cca aca atg tct tct tat cag 
Pro Val Gin Ser Val Met Val Ser Tyr Pro Thr Met Ser Ser Tyr Gin 
715 720 725 

gtg cca atg acc cag ggt tct caa gga ctg ccc cag cag tea tac caa 
Val Pro Met Thr Gin Gly Ser Gin Gly Leu Pro Gin Gin Ser Tyr Gin 
730 735 740 

cag cca ate atg eta cct aac cag gca ggt caa ggg tea etc cca gee 
Gin Pro He Met Leu Pro Asn Gin Ala Gly Gin Gly Ser Leu Pro Ala 
745 750 755 760 

act gga atg cct gtt tac tgt aat gtc aca ccg ccc acc cct cag aac 
Thr Gly Met Pro Val Tyr Cys Asn Val Thr Pro Pro Thr Pro Gin Asn 
765 770 775 

aac ctt agg ctg att ggc cca cac tgc ccc tec age act gtc cca gtg 
Asn Leu Arg Leu He Gly Pro His Cys Pro Ser Ser Thr Val Pro Val 
780 785 790 

atg tea get age tgc aga aca aac tgt gca agt atg age aat get ggt 2752 
Met Ser Ala Ser Cys Arg Thr Asn Cys Ala Ser Met Ser Asn Ala Gly 
795 " 800 805 



1888 



1936 



1984 



2032 



2080 



2128 



2176 



2224 



2272 



2320 



2368 



2512 



2560 



2608 



2656 



2704 



tgg cag gtc aaa ttc tga gagctctggc tgtggtacat ttcttcagat 
Trp Gin Val Lys Phe 
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810 

atttctcatg gcctttgatg gaagaggaac aaggtgggaa aactggctga ggacttaagt 2860 

attcactcaa cactcaaatg attgctgctg gtattctgta aaaartaaac aaagactaat 2920 

atacacgtta gctggttaat ggtgcatatt tctgtcatgt ctgctaggta tgcctttata 2980 

gcttagctag tgacatgaat tcatcaaggt aagattytct cctaccactg aataccactg 3040 

tgtagattat aatatcccta atttggatta gttttgtact ttgtgttgag tttgtgatgc 3100 

taaaagtatt taaaaattat atactaaatc acattgtacc aaagctgtaa tggaaaagca 3160 

aagaagaayt gatgaattga aggaataatt tatatacatt atagagtttt cttttttaat 3220 

ggatatatac tgtattgtag tgtttaatca aaataaaact atttgacctt atggaggaag 3280 

gtcatgtttt taaaaaaaaa aaaaaaaaaa aaaaaaaaaa aaaaaaaaaa aa 3332 

<210> 48 

<211> 813 

<212> PRT 

<213> Homo sapiens 

<400> 48 

Met Ser Glu Gin Gly Asp Leu Asn Gin Ala lie Ala Glu Glu Gly Gly 
15 10 15 

Thr Glu Gin Glu Thr Ala Thr Pro Glu Asn Gly He Val Lys Ser Glu 
20 25 30 

Ser Leu Asp Glu Glu Glu Lys Leu Glu Leu Gin Arg Arg Leu Glu Ala 
35 40 45 

Gin Asn Gin Glu Arg Arg Lys Ser Lys Ser Gly Ala Gly Lys Gly Lys 
50 55 60 

Leu Thr Arg Ser Leu Ala Val Cys Glu Glu Ser Ser Ala Arg Pro Gly 
65 " 70 ' 75 80 

Gly Glu Ser Leu Gin Asp Gin Glu Ser He His Leu Gin Leu Ser Ser 
85 90 95 

Phe Ser Ser Leu Gin Glu Glu Asp Lys Ser Arg Lys Asp Asp Ser Glu 
100 105 HO 

Arg Glu Lys Glu Lys Asp Lys Asn Lys Asp Lys Thr Ser Glu Lys Pro 
115 120 125 

Lys He Arg Met Leu Ser Lys Asp Cys Ser Gin Glu Tyr Thr Asp Ser 
130 135 140 

Thr Gly He Asp Leu His Glu Phe Leu He Asn Thr Leu Lys Asn Asn 
145 150 155 160 

Ser Arg Asp Arg Met He Leu Leu Lys Met Glu Gin Glu He He Asp 
165 170 175 

Phe He Ala Asp Asn Asn Asn His Tyr Lys Lys Phe Pro Gin Met Ser 
180 185 190 

Ser Tyr Gin Arg Met Leu Val His Arg Val Ala Ala Tyr Phe Gly Leu 
195 200 205 
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Asp His Asn Val Asp Gin Thr Gly Lys Ser Val He He Asn Lys Thr 
210 215 220 

Ser Ser Thr Arg He Pro Glu Gin Arg Phe Cys Glu His Leu Lys Asp 
225 230 235 240 

Glu Lys Gly Glu Glu Ser Gin Lys Arg Phe He Leu Lys Arg Asp Asn 
245 250 255 

Ser Ser He Asp Lys Glu Asp Asn Gin Ser Val Cys Ser Gin Glu Ser 
260 265 270 

Leu Phe Val Glu Asn Ser Arg Leu Leu Glu Asp Ser Asn He Cys Asn 
275 280 285 

Glu Thr Tyr Lys Lys Arg Gin Leu Phe Arg Gly Asn Arg Asp Gly Ser 
290 295 300 

Gly Arg Thr Ser Gly Ser Arg Gin Ser Ser Ser Glu Asn Glu Leu Lys 
305 310 315 320 

Trp Ser Asp His Gin Arg Ala Trp Ser Ser Thr Asp Ser Asp Ser Ser 
325 330 335 

Asn Arg Asn Leu Lys Pro Ala Met Thr Lys Thr Ala Ser Phe Gly Gly 
340 345 350 

He Thr Val Leu Thr Arg Gly Asp Ser Thr Ser Ser Thr Arg Ser Thr 
355 360 365 

Gly Lys Leu Ser Lys Ala Gly Ser Glu Ser Ser Ser Ser Ala Gly Ser 
370 375 380 

Ser Gly Ser Leu Ser Arg Thr His Pro Pro Leu Gin Ser Thr Pro Leu 
385 390 395 400 

Val Ser Gly Val Ala Ala Gly Ser Pro Gly Cys Val Pro Tyr Pro Glu 
405 410 415 

Asn Gly He Gly Gly Gin Val Ala Pro Ser Ser Thr Ser Tyr He Leu 
420 425 430 

Leu Pro Leu Glu Ala Ala Thr Gly He Pro Pro Gly Ser lie Leu Leu 
435 440 445 

Asn Pro His Thr Gly Gin Pro Phe Val Asn Pro Asp Gly Thr Pro Ala 
450 455 460 

He Tyr Asn Pro Pro Thr Ser Gin Gin Pro Leu Arg Ser Ala Met Val 
465 470 475 480 

Gly Gin Ser Gin Gin Gin Pro Pro Gin Gin Gin Pro Ser Pro Gin Pro 
485 490 495 

Gin Gin Gin Val Gin Pro Pro Gin Pro Gin Met Ala Gly Pro Leu Val 
500 505 510 

Thr Gin Ser Val Gin Gly Leu Gin Ala Ser Ser Gin Ser Val Gin Tyr 
515 520 525 
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Pro Ala Val Ser Phe Pro Pro Gin His Leu Leu Pro Val Ser Pro Thr 
530 535 540 



Gin His Phe Pro Met Arg Asp Asp Val Ala Thr Gin Phe Gly Gin Met 
545 550 555 560 



Thr Leu Ser Arg Gin Ser Ser Gly Glu Thr Pro Glu Pro Pro Ser Gly 
565 570 575 



Pro Val Tyr Pro Ser Ser Leu Met Pro Gin Pro Ala Gin Gin Pro Ser 
580 585 590 



Tyr Val He Ala Ser Thr Gly Gin Gin Leu Pro Thr Gly Gly Phe Ser 
595 600 605 



Glv Ser Gly Pro Pro He Ser Gin Gin Val Leu Gin Pro Pro Pro Ser 
610 615 620 



Pro Gin Gly Phe Val Gin Gin Pro Pro Pro Ala Gin Met Pro Val Tyr 
625 630 635 640 



Tyr Tyr Pro Ser Gly Gin Tyr Pro Thr Ser Thr Thr Gin Gin Tyr Arg 
645 650 655 



Pro Met Ala Pro Val Gin Tyr Asn Ala Gin Arg Ser Gin Gin Met Pro 
660 665 670 



Gin Ala Ala Gin Gin Ala Gly Tyr Gin Pro Val Leu Ser Gly Gin Gin 
675 680 685 



Gly Phe Gin Gly Leu He Gly Val Gin Gin Pro Pro Gin Ser Gin Asn 
690 " 695 700 



Val He Asn Asn Gin Gin Gly Thr Pro Val Gin Ser Val Met Val Ser 
705 710 • 715 720 



Tyr Pro Thr Met Ser Ser Tyr Gin Val Pro Met Thr Gin Gly Ser Gin 
725 730 735 



Gly Leu Pro Gin Gin Ser Tyr Gin Gin Pro He Met Leu Pro Asn Gin 
740 745 750 



Ala Gly Gin Gly Ser Leu Pro Ala Thr Gly Met Pro Val Tyr Cys Asn 
755 760 765 



Val Thr Pro Pro Thr Pro Gin Asn Asn Leu Arg Leu He Gly Pro His 



Cys Pro Ser Ser Thr Val Pro Val Met Ser Ala Ser Cys Arg Thr Asn 
785 790 795 800 



Cys Ala Ser Met Ser Asn Ala Gly Trp Gin Val Lys Phe 
805 810 



<210> 49 

<211> 3272 

<212> DNA 

<213> Homo sapiens 



770 



775 



780 
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aaa tct gtt ate ate aac aag acc age age ace aga ata cca gag caa 
Lys Ser Val He lie Asn Lys Thr Ser Ser Thr Arg lie Pro Glu Gin 
220 225 230 

agg ttt tgt gaa cat tta aaa gat gaa aaa ggt gaa gaa tec cag aag 
Arg Phe Cys Glu His Leu Lys Asp Glu Lys Gly Glu Glu Ser Gin Lys 
235 240 245 
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<220> 

<221> CDS 

<222> (329) (2710) 

<223> 

<400> 49 cn 
gtctattttt aatgctattt aatgaaggag cgagcgcctc actcagcaat aaaagaagca bu 

tgagggaaga cagagcagtg catggttatg gatactggac aaggatattt ggaaaggttg 120 

acgatgtgtc acactgtgta agggaatege atggagatgg gcattccgaa ctgttaatgg 180 

ggacatggga ctccagttgt ctctgatcac ttgtgtggat tttcctggcg tagaacgaca 240 

gaagcegcta gtaagtcgee aagacctaca gcaggaattc tgcaccaaag ggcataaaat 300 

cttgttattt taatttgcat ctgggaga atg tct gag caa gga gac ctg aat 352 

Met Ser Glu Gin Gly Asp Leu Asn 
1 5 

cag gca ata gca gag gaa gga ggg act gag cag gag acg gec act cca 400 
Gin Ala He Ala Glu Glu Gly Gly Thr Glu Gin Glu Thr Ala Thr Pro 
10 15 20 

gag aac ggc att gtt aaa tea gaa agt ctg. gat gaa gag gag aaa ctg 
Glu Asn Gly He Val Lys Ser Glu Ser Leu Asp Glu Glu Glu Lys Leu 
25 30 35 40 

gaa ctg cag agg egg ctg gag get cag aat caa gaa aga aga aaa tec 496 
Glu Leu Gin Arg Arg Leu Glu Ala Gin Asn Gin Glu Arg Arg Lys Ser 
45 50 55 

aag tea gga gca gga aaa ggt aaa ctg act cgc agt ctt get gtc tgt 
Lys Ser Gly Ala Gly Lys Gly Lys Leu Thr Arg Ser Leu Ala Val Cys 
60 65 70 



448 



544 



592 



640 



688 



gag gaa tct tct gee aga cca gga ggt gaa agt ctt cag gat cag gaa 
Glu Glu Ser Ser Ala Arg Pro Gly Gly Glu Ser Leu Gin Asp Gin Glu 
75 80 85 

tea att cat tta cag ctt tec agt ttt tec age ctg caa gag gag gat 
Ser He His Leu Gin Leu Ser Ser Phe Ser Ser Leu Gin Glu Glu Asp 
90 95 100 

aaa tct agg aaa gat gac tct gaa aga gaa aaa gaa aag gat aaa aac 
Lys Ser Arg Lys Asp Asp Ser Glu Arg Glu Lys Glu Lys Asp Lys Asn 
.105 HO H5 120 

aaa gat aaa acc tct gaa aaa ccc aag ate aga atg tta tea aaa gat 736 
Lvs Asp Lys Thr Ser Glu Lys Pro Lys He Arg Met Leu Ser Lys Asp 
125 130 135 

tgc age caa gaa tac acg gat tct aca ggc ata gac tta cac gag ttt 
Cys Ser Gin Glu Tyr Thr Asp Ser Thr Gly He Asp Leu His Glu Phe 
140 145 150 

ctg att aac aca tta aag aat aat tec agg gac agg atg ata ctt ttg 
Leu He Asn Thr Leu Lys Asn Asn Ser Arg Asp Arg Met He Leu Leu 
155 160 165 

aaa atg gag cag gaa att att gat ttc att get gac aac aat aat cat 
Lys Met Glu Gin Glu He He Asp Phe He Ala Asp Asn Asn Asn His 
170 175 180 



784 



832 



880 



928 



tat aaa aag ttc cct cag atg tea teg tat cag agg atg ctt gtc cat 
Tyr Lys Lys Phe Pro Gin Met Ser Ser Tyr Gin Arg Met Leu Val His 
185 190 195 200 

cga gtg gca get tat ttt gga ttg gat cac aat gtg gat caa aca gga 976 
Arg Val Ala Ala Tyr Phe Gly Leu Asp His Asn Val Asp Gin Thr Gly 
205 210 215 



1024 



1072 



WO 03/085095 



PCT/US03/09921 



tec ccg cag ccc caa cag cag gtc cag cca ccg cag cca cag atg gca 
Ser Pro Gin Pro Gin Gin Gin Val Gin Pro Pro Gin Pro Gin Met Ala 
475 480 485 

ggc cct ctg gtc act cag tct gtc cag ggg ctg cag get tec tec cag 
Gly Pro Leu Val Thr Gin Ser Val Gin Gly Leu Gin Ala Ser Ser Gin 
490 495 500 

tea gtg caa tat ccg gca gtc tct ttt cct ccc cag cac etc eta cct 
Ser Val Gin Tyr Pro Ala Val Ser Phe Pro Pro Gin His Leu Leu Pro 
505 510 515 520 

gtg tct cca acg cag cac ttt ccc atg aga gat gat gtg gca aca cag 
Val Ser Pro Thr Gin His Phe Pro Met Arg Asp Asp Val Ala Thr Gin 
525 530 535 

ttt ggc cag atg ace ctg age egg cag tec teg ggg gag act cct gaa 
Phe Gly Gin Met Thr Leu Ser Arg Gin Ser Ser Gly Glu Thr Pro Glu 
540 545 550 

ccc cca tea ggt cct gtc tac cca tec tec ctt atg cca cag ccg gee 
Pro Pro Ser Gly Pro Val Tyr Pro Ser Ser Leu Met Pro Gin Pro Ala 
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egg ttt ate ttg aag cga gat aac tct agt att gat aaa gaa gac aat 1120 
Arg Phe lie Leu Lys Arg Asp Asn Ser Ser lie Asp Lys Glu Asp Asn 
250 255 260 

cag tea gtt tgc tec cag gaa age ctt ttt gtg gaa aac agg ggc aac 1168 
Gin Ser Val Cys Ser Gin Glu Ser Leu Phe Val Glu Asn Arg Gly Asn 
265 270 275 280 

aga gat ggc tea ggg aga aca tct ggg agt cga cag age age tea gaa 1216 
Arg Asp Gly Ser Gly Arg Thr Ser Gly Ser Arg Gin Ser Ser Ser Glu 
285 290 295 

aat gaa etc aag tgg tct gac cac caa agg gec tgg age age aca gac 1264 
Asn Glu Leu Lys Trp Ser Asp His Gin Arg Ala Trp Ser Ser Thr Asp 
300 305 310 

tec gac agt tec aac cgc aat eta aag ccc gee atg ace aag acg gcg 1312 
Ser Asp Ser Ser Asn Arg Asn Leu Lys Pro Ala Met Thr Lys Thr Ala 
315 320 325 

agt ttt ggg ggc ate acg gtg ctg ace agg ggt gac age act tec agt 1360 
Ser Phe Gly Gly lie Thr Val Leu Thr Arg Gly Asp Ser Thr Ser Ser 
330 335 340 

act agg agt ace ggg aag ctg tec aaa gca ggt tec gag tct tec age 
Thr Arg Ser Thr Gly Lys Leu Ser Lys Ala Gly Ser Glu Ser Ser Ser 
345 350 355 360 

agt gca ggc tec tea gga teg ctg tec cgc ace cat cca cct etc cag 1456 
Ser Ala Gly Ser Ser Gly Ser Leu Ser Arg Thr His Pro Pro Leu Gin 
365 370 375 

age aca ccc eta gtc tea ggt gtg gca get ggc tct cca ggc tgt gtg 1504 
Ser Thr Pro Leu Val Ser Gly Val Ala Ala Gly Ser Pro Gly Cys Val 
380 385 390 

cct tat cca gag aat gga ata ggg ggc cag gtt get ccc age age ace 
Pro Tyr Pro Glu Asn Gly He Gly Gly Gin Val Ala Pro Ser Ser Thr 
395 ~ 400 405 

age tac ate etc ctt cca ctt gaa get gca aca ggc ate ccg cct gga 
Ser Tyr He Leu Leu Pro Leu Glu Ala Ala Thr Gly He Pro Pro Gly 
410 415 420 

age ate ctt ctt aat cca cac aca ggc cag ccc ttt gtg aat ccc gat 
Ser He Leu Leu Asn Pro His Thr Gly Gin Pro Phe Val Asn Pro Asp 
425 430 435 440 

gga act cct gca ata tac aac cca ccc ace agt cag cag ccc ctg cga 
Gly Thr Pro Ala He Tyr Asn Pro Pro Thr Ser Gin Gin Pro Leu Arg 
445 450 455 

age gee atg gtg ggg cag tec caa cag cag ccg cca cag cag cag ccc 1744 
Ser Ala Met Val Gly Gin Ser Gin Gin Gin Pro Pro Gin Gin Gin Pro 
460 465 470 
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1600 



1648 



1696 



1792 



1840 



1888 



1936 
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555 



560 



16U 100 PCT.ST25 
565 



cag cag ccc age tat gta ate gee tct aca ggc cag cag ctt cct aca 
Gin Gin Pro Ser Tyr Val lie Ala Ser Thr Gly Gin Gin Leu Pro Thr 
570 575 580 

gga gga ttc tea ggc tct ggc cct ccc ate tec cag cag gtc etc cag 
Gly Gly Phe Ser Gly Ser Gly Pro Pro lie Ser Gin Gin Val Leu Gin 
585 590 595 600 

ccc cct ccc tea cca cag gga tty gtg caa cag cct ccg cct gca cag 
Pro Pro Pro Ser Pro Gin Gly Phe Val Gin Gin Pro Pro Pro Ala Gin 
605 610 615 

atg cct gta tat tat tac cca tct ggt cag tac cct acc tea acc acg 
Met Pro Val Tyr Tyr Tyr Pro Ser Gly Gin Tyr Pro Thr Ser Thr Thr 
620 625 630 

caa cag tac egg ccc atg gee ccg gtt cag tac aac get cag agg agt 
Gin Gin Tyr Arg Pro Met Ala Pro Val Gin Tyr Asn Ala Gin Arg Ser 
635 640 645 

caa cag atg cca cag gca gca cag caa gca ggt tac cag cca gtc ttg 
Gin Gin Met Pro Gin Ala Ala Gin Gin Ala Gly Tyr Gin Pro Val Leu 
650 655 660 

tct ggt caa cag gga ttc caa ggc eta ata gga gtg cag cag cca cct 
Ser Gly Gin Gin Gly Phe Gin Gly Leu He Gly Val Gin Gin Pro Pro 
665 670 675 680 

cag agt cag aac gtg ata aat aac caa caa gga act ccg gtg caa age 
Gin Ser Gin Asn Val He Asn Asn Gin Gin Gly Thr Pro Val Gin Ser 
685 690 695 

gtg atg gtt tec tac cca aca atg tct tct tat cag gtg cca atg acc 
Val Met Val Ser Tyr Pro Thr Met Ser Ser Tyr Gin Val Pro Met Thr 
700 705 710 

cag ggt tct caa gga ctg ccc cag cag tea tac caa cag cca ate atg 
Gin Gly Ser Gin Gly Leu Pro Gin Gin Ser Tyr Gin Gin Pro He Met 
715 720 725 

eta cct aac cag gca ggt caa ggg tea etc cca gee act gga atg cct 
Leu Pro Asn Gin Ala Gly Gin Gly Ser Leu Pro Ala Thr Gly Met Pro 
730 735 740 

gtt tac tgt aat gtc aca ccg ccc acc cct cag aac aac ctt agg ctg 
Val Tyr Cys Asn Val Thr Pro Pro Thr Pro Gin Asn Asn Leu Arg Leu 
745 750 755 760 

att ggc cca cac tgc ccc tec age act gtc cca gtg atg tea get age 
He Gly Pro His Cys Pro Ser Ser Thr Val Pro Val Met Ser Ala Ser 
765 770 775 

tgc aga aca aac tgt gca agt atg age aat get ggt tgg cag gtc aaa 
Cys Arg Thr Asn Cys Ala Ser Met Ser Asn Ala Gly Trp Gin Val Lys 
780 785 790 

ttc tga gagctctggc tgtggtacat ttcttcagat atttctcatg gectttgatg 
Phe 



2080 



2128 



2176 



2224 



2272 



2320 



2368 



2416 



2464 



2512 



2560 



2608 



2656 



2704 



2760 



gaagaggaac 


aaggtgggaa 


aactggctga 


ggacttaagt 


attcactcaa 


cactcaaatg 


2820 


attgetgetg 


gtattctgta 


aaaartaaac 


aaagactaat 


atacaegtta 


gctggttaat 


2880 


ggtgcatatt 


tctgtcatgt 


ctgctaggta 


tgectttata 


gcttagctag 


tgacatgaat 


2940 


tcatcaaggt 


aagattytct 


cctaccactg 


aataccactg 


tgtagattat 


aatatcccta 


3000 


atttggatta 


gttttgtact 


ttgtgttgag 


tttgtgatgc 


taaaagtatt 


taaaaattat 


3060 


atactaaatc 


acattgtacc 


aaagctgtaa 


tggaaaagca 


aagaagaayt 


gatgaattga 


3120 


aggaataatt 


tatatacatt 


atagagtttt 


cttttttaat 


ggatatatac 


tgtattgtag 


3180 


tgtttaatca 


aaataaaact 


atttgacctt 


atggaggaag 


gtcatgtttt 


taaaaaaaaa 


3240 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aa 






3272 
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<210> 50 

<211> 793 

<212> PRT 

<213> Homo sapiens 

<400> 50 

Met Ser Glu Gin Gly Asp Leu Asn Gin Ala lie Ala Glu Glu Gly Gly 
15 10 15 



Thr Glu Gin Glu Thr Ala Thr Pro Glu Asn Gly lie Val Lys Ser Glu 
20 25 30 



Ser Leu Asp Glu Glu Glu Lys Leu Glu Leu Gin Arg Arg Leu Glu Ala 
35 40 45 



Gin Asn Gin Glu Arg Arg Lys Ser Lys Ser Gly Ala Gly Lys Gly Lys 
50 55 60 



Leu Thr Arg Ser Leu Ala Val Cys Glu Glu Ser Ser Ala Arg Pro Gly 
65 70 75 80 



Glv Glu Ser Leu Gin Asp Gin Glu Ser lie His Leu Gin Leu Ser Ser 
85 90 95 



Phe Ser Ser Leu Gin Glu Glu Asp Lys Ser Arg Lys Asp Asp Ser Glu 
100 105 HO 



Arg Glu Lys Glu Lys Asp Lys Asn Lys Asp Lys Thr Ser Glu Lys Pro 
115 120 125 



Lys He Arg Met Leu Ser Lys Asp Cys Ser Gin Glu Tyr Thr Asp Ser 
130 135 140 



Thr Gly He Asp Leu His Glu Phe Leu He Asn Thr Leu Lys Asn Asn 
145 150 155 160 



Ser Arg Asp Arg Met He Leu Leu Lys Met Glu Gin Glu He He Asp 
165 170 175 



Phe He Ala Asp Asn Asn Asn His Tyr Lys Lys Phe Pro Gin Met Ser 
180 185 190 



Ser Tyr Gin Arg Met Leu Val His Arg Val Ala Ala Tyr Phe Gly Leu 
195 200 205 



Asp His Asn Val Asp Gin Thr Gly Lys Ser Val He He Asn Lys Thr 
210 215 220 



Ser Ser Thr Arg He Pro Glu Gin Arg Phe Cys Glu His Leu Lys Asp 
225 230 235 240 



Glu Lys Gly Glu Glu Ser Gin Lys Arg Phe He Leu Lys Arg Asp Asn 
245 250 255 



Ser Ser He Asp Lys Glu Asp Asn Gin Ser Val Cys Ser Gin Glu Ser 
260 265 270 



Leu Phe Val Glu Asn Arg Gly Asn Arg Asp Gly Ser Gly Arg Thr Ser 



275 



280 



285 
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Gly Ser Arg Gin Ser Ser Ser Glu Asn Glu Leu Lys Trp Ser Asp His 
290 295 300 



Gin Arg Ala Trp Ser Ser Thr Asp Ser Asp Ser Ser Asn Arg Asn Leu 
305 310 315 320 



Lys Pro Ala Met Thr Lys Thr Ala Ser Phe Gly Gly lie Thr Val Leu 
325 330 335 



Thr Arg Gly Asp Ser Thr Ser Ser Thr Arg Ser Thr ' Gly Lys Leu Ser 
340 345 350 



Lys Ala Gly Ser Glu Ser Ser Ser Ser Ala Gly Ser Ser Gly Ser Leu 
355 360 365 



Ser Arg Thr His Pro Pro Leu Gin Ser Thr Pro Leu Val Ser Gly Val 
370 375 380 



Ala Ala Gly Ser Pro Gly Cys Val Pro Tyr Pro Glu Asn Gly lie Gly 
385 390 395 400 



Gly Gin Val Ala Pro Ser Ser Thr Ser Tyr lie Leu Leu Pro Leu Glu 
405 410 415 



Ala Ala Thr Gly He Pro Pro Gly Ser He Leu Leu Asn Pro His Thr 
420 425 430 



Gly Gin Pro Phe Val Asn Pro Asp Gly Thr Pro Ala He Tyr Asn Pro 
435 440 445 



Pro Thr Ser Gin Gin Pro Leu Arg Ser Ala Met Val Gly Gin Ser Gin 



Gin Gin Pro Pro Gin Gin Gin Pro Ser Pro Gin Pro Gin Gin Gin Val 
465 470 475 480 



Gin Pro Pro Gin Pro Gin Met Ala Gly Pro Leu Val Thr Gin Ser Val 
485 490 495 



Gin Gly Leu Gin Ala Ser Ser Gin Ser Val Gin Tyr Pro Ala Val Ser 
500 505 510 



Phe Pro Pro Gin His Leu Leu Pro Val Ser Pro Thr Gin His Phe Pro 
515 520 525 



Met Arg Asp Asp Val Ala Thr Gin Phe Gly Gin Met Thr Leu Ser Arg 
530 535 540 



Gin Ser Ser Gly Glu Thr Pro Glu Pro Pro Ser Gly Pro Val Tyr Pro 
545 550 555 560 



Ser Ser Leu Met Pro Gin Pro Ala Gin Gin Pro Ser Tyr Val He Ala 
565 570 575 



Ser Thr Gly Gin Gin Leu Pro Thr Gly Gly Phe Ser Gly Ser Gly Pro 
580 585 590 



Pro lie Ser Gin Gin Val Leu Gin Pro Pro Pro Ser Pro Gin Gly Phe 
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595 600 605 

Val Gin Gin Pro Pro Pro Ala Gin Met Pro Val Tyr Tyr Tyr Pro Ser 
610 615 620 

Gly Gin Tyr Pro Thr Ser Thr Thr Gin Gin Tyr Arg Pro Met Ala Pro 
625 630 635 640 

Val Gin Tyr Asn Ala Gin Arg Ser Gin Gin Met Pro Gin Ala Ala Gin 
645 650 655 

Gin Ala Gly Tyr Gin Pro Val Leu Ser Gly Gin Gin Gly Phe Gin Gly 
660 665 670 

Leu He Gly Val Gin Gin Pro Pro Gin Ser Gin Asn Val He Asn Asn 
675 680 685 

Gin Gin Gly Thr Pro Val Gin Ser Val Met Val Ser Tyr Pro Thr Met 
690 695 700 

Ser Ser Tyr Gin Val Pro Met Thr Gin Gly Ser Gin Gly Leu Pro Gin 
705 710 715 720 

Gin Ser Tyr Gin Gin Pro He Met Leu Pro Asn Gin Ala Gly Gin Gly 
725 730 735 

Ser Leu Pro Ala Thr Gly Met Pro Val Tyr Cys Asn Val Thr Pro Pro 
740 745 750 

Thr Pro Gin Asn Asn Leu Arg Leu He Gly Pro His Cys Pro Ser Ser 
755 760 765 

Thr Val Pro Val Met Ser Ala Ser Cys Arg Thr Asn Cys Ala Ser Met 
770 775 780 

Ser Asn Ala Gly Trp Gin Val Lys Phe 
785 790 

<210> 51 

<211> 1006 

<212> DNA 

<213> Homo sapiens 

<220> 

<221> CDS 

<222> (280) . . (549) 

<223> 

<400> 51 

gggcagcttg agacaggtgg agctggatca agctgtgaac gtgatttgct ggaagctggt 60 

cattagtgtt gacgatgtgt cacactgtgt aagggaatcg catggagatg ggcattccga 120 

actgttaatg gggacatggg actccagttg tctctgatca cttgtgtgga ttttcctggc 180 

gtagaacgac agaagccgct agtaagtcgc caagacctac agcaggaatt ctgcaccaaa 240 

gggcataaaa tcttgttatt ttaatttgca tctgggaga atg tct gag caa gga 294 

Met Ser Glu Gin Gly 
1 5 

gac ctg aat cag gca at a gca gag gaa gga ggg act gag cag gag acg 342 
Asp Leu Asn Gin Ala He Ala Glu Glu Gly Gly Thr Glu Gin Glu Thr 
10 15 20 



gcc act cca gag aac ggc att gtt aaa tea gaa agt ctg gat gaa gag 
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Ala Thr Pro Glu Asn Gly lie Val Lys Ser Glu Ser Leu Asp Glu Glu 
25 30 35 

gag aaa ctg gaa ctg cag agg egg ctg gag get cag aat caa gaa aga 438 
Glu Lys Leu Glu Leu Gin Arg Arg Leu Glu Ala Gin Asn Gin Glu Arg 
40 45 50 

aga aaa tec aag tea gga gca gga aaa ggt aaa ctg act cgc agt ctt 486 
Arg Lys Ser Lys Ser Gly Ala Gly Lys Gly Lys Leu Thr Arg Ser Leu 
55 - 60 65 

get gtc tgt gag gaa tct tct gec aga cca gga ggt gaa agt ctt cag 534 
Ala Val Cys Glu Glu Ser Ser Ala Arg Pro Gly Gly Glu Ser Leu Gin 
70 "* 75 80 85 

gat cag act etc tga aaactgcaaa tggaaaggaa ttcaaaagaa tttagattaa 589 
Asp Gin Thr Leu 



aagttaaata 


aaaagtaggc 


acagtagtgc 


tgaattttcc tcaaaggctc 


tcttttgata 


649 


aggctgaacc 


aaatataatc 


ccaagtatcc 


tctctccttc cttgttggag 


atgtcttacc 


709 


tctcagctcc 


caaaatgeae 


ttgcctataa 


gaaacacaat tgctggttca 


tatgaaactt 


769 


wagaaatagt 


gaataaggtg 


catttaactt 


tggagaaata cttttatgsc 


tttggtggag 


829 


atttctcaat 


actgeaaaag 


ttgtccagaa 


atgaatctga gctgatggtg 


actttaagtt 


889 


aatattatta 


atatatcact 


gcatattttt 


acccttattt ttgetcctta 


cagcaagatt 


949 


agtaggttat 


aaaaatttaa 


atttaaacaa 


aattatttca tgacaaaatg 


ggaaact 


1006 



<210> 52 

<211> 89 

<212> PRT 

<213> Homo sapiens 

<400> 52 

Met Ser Glu Gin Gly Asp Leu Asn Gin Ala lie Ala Glu Glu Gly Gly 
15 10 15 

Thr Glu Gin Glu Thr Ala Thr Pro Glu Asn Gly lie Val ' Lys Ser Glu 
20 25 30 

Ser Leu Asp Glu Glu Glu Lys Leu Glu Leu Gin Arg Arg Leu Glu Ala 
35 40 45 

Gin Asn Gin Glu Arg Arg Lys Ser Lys Ser Gly Ala Gly Lys Gly Lys 
50 55 60 

Leu Thr Arg Ser Leu Ala Val Cys Glu Glu Ser Ser Ala Arg Pro Gly 
65 70 75 80 



Gly Glu Ser Leu Gin Asp Gin Thr Leu 
85 



<210> 53 

<211> 807 

<212> PRT 

<213> Mus mus cuius 

<400> 53 

Met Ser Glu Gin Gly Gly Leu Thr Pro Thr He Leu Glu Glu Gly Gin 
15 10 15 



Thr Glu Pro Glu Ser Ala Pro Glu Asn Gly He Leu Lys Ser Glu Ser 
20 25 30 
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Leu Asp Glu Glu Glu Lys Leu Glu Leu Gin Arg Arg Leu Ala Ala Gin 
35 40 45 

Asn Gin Glu Arg Arg Lys Ser Lys Ser Gly Ala Gly Lys Gly Lys Leu 
50 55 60 

Thr Arg Ser Leu Ala Val Cys Glu Glu Ser Ser Ala Arg Ser Gly Gly 
65 70 75 80 

Glu Ser His Gin Asp Gin Glu Ser lie His Leu Gin Leu Ser Ser Phe 
85 90 95 

Pro Ser Leu Gin Glu Glu Asp Lys Ser Arg Lys Asp Asp Ser Glu Arg 
1 100 105 110 



Glu Lys Glu Lys Asp Lys Asn Arg Glu Lys Leu Ser Glu Arg Pro Lys 
115 120 125 

lie Arg Met Leu Ser Lys Asp Cys Ser Gin Glu Tyr Thr Asp Ser Thr 
130 135 140 

Gly lie Asp Leu His Gly Phe Leu He Asn Thr Leu Lys Asn Asn Ser 
145 150 155 160 

Arg Asp Arg Met He Leu Leu Lys Met Glu Gin Glu Met He Asp Phe 
165 170 175 

He Ala Asp Ser Asn Asn His Tyr Lys Lys Phe Pro Gin Met Ser Ser 
180 185 190 

Tyr Gin Arg Met Leu Val His Arg Val Ala Ala Tyr Phe Gly Leu Asp 
195 200 205 

His Asn Val Asp Gin Thr Gly Lys Ser Val He He Asn Lys Thr Ser 
210 215 . 220 

Ser Thr Arg He Pro Glu Gin Arg Phe Cys Glu His Leu Lys Asp Glu 
225 230 235 240 



Lys Ser Glu Glu Ser Gin Lys Arg Phe He Leu Lys Arg Asp Asn Ser 
245 250 255 

Ser He Asp Lys Glu Asp Asn Gin Asn Arg Met His Pro Phe Arg Asp 
260 265 270 

Asp Arg Arg Ser Lys Ser He Glu Glu Arg Glu Glu Glu Tyr Gin Arg 
275 280 285 

Val Arg Glu Arg He Phe Ala His Asp Ser Val Cys Ser Gin Glu Ser 
290 295 300 

Leu Phe Leu Asp Asn Ser Arg Leu Gin Glu Asp Met His He Cys Asn 
305 310 315 320 

Glu Thr Tyr Lys Lys Arg Gin Leu Phe Arg Ala His Arg Asp Ser Ser 
325 330 335 

Gly Arg Thr Ser Gly Ser Arg Gin Ser Ser Ser Glu Thr Glu Leu Arg 
340 345 350 
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Trp Pro Asp His Gin Arg Ala Trp Ser Ser Thr Asp Ser Asp Ser Ser 
355 360 365 

Asn Arg Asn Leu Lys Pro Thr Met Thr Lys Thr Ala Ser Phe Gly Gly 
370 375 380 

lie Thr Val Leu Thr Arg Gly Asp Ser Thr Ser Ser Thr Arg Ser Ala 
385 390 395 400 

Gly Lys Leu Ser Lys Thr Gly Ser Glu Ser Ser Ser Ser Ala Gly Ser 
405 410 415 

Ser Gly Ser Leu Ser Arg Thr His Pro Gin Ser Thr Ala Leu Thr Ser 
420 425 430 

Ser Val Ala Ala Gly Ser Pro Gly Cys Met Ala Tyr Ser Glu Asn Gly 
435 440 445 

Met Gly Gly Gin Val Pro Pro Ser Ser Thr Ser Tyr lie Leu Leu Pro 
450 455 460 

Leu Glu Ser Ala Thr Gly lie Pro Pro Gly Ser He Leu Leu Asn Pro 
465 470 475 480 

His Thr Gly Gin Pro Phe Val Asn Pro Asp Gly Thr Pro Ala He Tyr 
485 490 495 

Asn Pro Pro Gly Ser Gin Gin Thr Leu Arg Gly Thr Val Gly Gly Gin 
500 505 510 

Pro Gin Gin Pro Pro Gin Gin Gin Pro Ser Pro Gin Pro Gin Gin Gin 
515 520 525 

Val Gin Ala Ser Gin Pro Gin Met Ala Gly Pro Leu Val Thr Gin Arg 
530 535 540 

Glu Glu Leu Ala Ala Gin Phe Ser Gin Leu Ser Met Ser Arg Gin Ser 
545 550 555 560 

Ser Gly Asp Thr Pro Glu Pro Pro Ser Gly Thr Val Tyr Pro Ala Ser 
565 570 575 

Leu Leu Pro Gin Thr Ala Gin Pro Gin Ser Tyr Val He Thr Ser Ala 
580 585 590 

Gly Gin Gin Leu Ser Thr Gly Gly Phe Ser Asp Ser Gly Pro Pro He 
595 600 605 

Ser Gin Gin Val Leu Gin Ala Pro Pro Ser Pro Gin Gly Phe Val Gin 
610 615 620 

Gin Pro Pro Pro Ala Gin Met Ser Val Tyr Tyr Tyr Pro Ser Gly Gin 
625 630 635 640 

Tyr Pro Thr Ser Thr Ser Gin Gin Tyr Arg Pro Leu Ala Ser Val Gin 
645 650 655 



Tyr Ser Ala Gin Arg Ser Gin Gin He Pro Gin Thr Thr Gin Gin Ala 
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660 665 670 

Gly Tyr Gin Pro Val Leu Ser Gly Gin Gin Gly Phe Gin Gly Met Met 
675 680 685 

Gly Val Gin Gin Ser Ala His Ser Gin Gly Val Met Ser Ser Gin Gin 
690 695 700 

Gly Ala Pro Val His Gly Val Met Val Ser Tyr Pro Thr Met Ser Ser 
705 710 715 720 

Tyr Gin Val Pro Met Thr Gin Gly Ser Gin Ala Val Pro Gin Gin Thr 
725 730 735 

Tyr Gin Pro Pro lie Met Leu Pro Ser Gin Ala Gly Gin Gly Ser Leu 
740 745 750 



Pro Ala Thr Gly Met Pro Val Tyr Cys Asn Val Thr Pro Pro Asn Pro 
755 760 765 

Gin Asn Asn Leu Arg Leu Met Gly Pro His Cys Pro Ser Ser Thr Val 
770 775 780 

Pro Val Met Ser Ala Ser Cys Arg Thr Asn Cys Gly Asn Val Ser Asn 
785 790 795 800 



Ala Gly Trp Gin Val Lys Phe 
805 



<210> 54 

<211> 648 

<212> PRT 

<213> Homo sapien 

<400> 54 

Met lie Leu Leu Lys Met Glu Gin Glu lie lie Asp Phe lie Ala Asp 
15 10 15 

Asn Asn Asn His Tyr Lys Lys Phe Pro Gin Met Ser Ser Tyr Gin Arg 
20 25 30 

Met Leu Val His Arg Val Ala Ala Tyr Phe Gly Leu Asp His Asn Val 
35 40 45 

Asp Gin Thr Gly Lys Ser Val He He Asn Lys Thr Ser Ser Thr Arg 
50 55 60 

He Pro Glu Gin Arg Phe Cys Glu His Leu Lys Asp Glu Lys Gly Glu 
65 70 75 80 

Glu Ser Gin Lys Arg Phe He Leu Lys Arg Asp Asn Ser Ser He Asp 
85 90 95 

Lys Glu Asp Asn Gin Ser Val Cys Ser Gin Glu Ser Leu Phe Val Glu 
100 105 110 

Asn Arg Leu Leu Glu Asp Ser Asn He Cys Asn Glu Thr Tyr Lys Lys 
115 120 125 



Arg Gin Leu Phe Arg Gly Asn Arg Asp Gly Ser Gly Arg Thr Ser Gly 
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130 135 140 

Ser Arg Gin Ser Ser Ser Glu Asn Glu Leu Lys Trp Ser Asp His Gin 
145 150 155 160 



Arg Ala Trp Ser Ser Thr Asp Ser Asp Ser Ser Asn Arg Asn Leu Lys 
165 170 175 



Pro Ala Met Thr Lys Thr Ala Ser Phe Gly Gly lie Thr Val Leu Thr 
180 185 190 



Arg Gly Asp Ser Thr Ser Ser Thr Arg Ser Thr Gly Lys Leu Ser Lys 
195 200 205 



Ala Gly Ser Glu Ser Ser Ser Ser Ala Gly Ser Ser Gly Ser Leu Ser 
210 215 220 



Arg Thr His Pro Pro Leu Gin Ser Thr Pro Leu Val Ser Gly Val Ala 
225 230 235 240 



Ala Gly Ser Pro Gly Cys Val Pro Tyr Pro Glu Asn Gly lie Gly Gly 
245 250 255 



Gin Val Ala Pro Ser Ser Thr Ser Tyr lie Leu Leu Pro Leu Glu Ala 

260 265 270 

Ala Thr Gly lie Pro Pro Gly Ser lie Leu Leu Asn Pro His Thr Gly 

275 280 285 

Gin Pro Phe Val Asn Pro Asp Gly Thr Pro Ala lie Tyr Asn Pro Pro 

290 295 300 



Thr Ser Gin Gin Pro Leu Arg Ser Ala Met Val Gly Gin Ser Gin Gin 
305 310 315 320 



Gin Pro Pro Gin Gin Gin Pro Ser Pro Gin Pro Gin Gin Gin Val Gin 
325 330 335 



Pro Pro Gin Pro Gin Met Ala Gly Pro Leu Val Thr Gin Ser Val Gin 
340 345 350 

Gly Leu Gin Ala Ser Ser Gin Ser Val Gin Tyr Pro Ala Val Ser Phe 
355 360 365 

Pro Pro Gin His Leu Leu Pro Val Ser Pro Thr Gin His Phe Pro Met 
370 375 380 



Arg Asp Asp Val Ala Thr Gin Phe Gly Gin Met Thr Leu Ser Arg Gin 

385 390 395 400 

Ser Ser Gly Glu Thr Pro Glu Pro Pro Ser Gly Pro Val Tyr Pro Ser 

405 410 415 



Ser Leu Met Pro Gin Pro Ala Gin Gin Pro Ser Tyr Val lie Ala Ser 
420 425 430 



Thr Gly Gin Gin Leu Pro Thr Gly Gly Phe Ser Gly Ser Gly Pro Pro 
435 440 445 
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lie Ser Gin Gin Val Leu Gin Pro Pro Pro Ser Pro Gin Gly Phe Val 
450 455 460 

Gin Gin Pro Pro Pro Ala Gin Met Pro Val Tyr Tyr Tyr Pro Ser Gly 
465 470 475 480 

Gin Tyr Pro Thr Ser Thr Thr Gin Gin Tyr Arg Pro Met Ala Pro Val 
485 490 495 

Gin Tyr Asn Ala Gin Arg Ser Gin Gin Met Pro Gin Ala Ala Gin Gin 
500 505 510 

Ala Gly Tyr Gin Pro Val Leu Ser Gly Gin Gin Gly Phe Gin Gly Leu 
515 520 525 

lie Gly Val Gin Gin Pro Pro Gin Ser Gin Asn Val lie Asn Asn Gin 
530 535 540 

Gin Gly Thr Pro Val Gin Ser Val Met Val Ser Tyr Pro Thr Met Ser 
545 550 555 560 

Ser Tyr Gin Val Pro Met Thr Gin Gly Ser Gin Gly Leu Pro Gin Gin 
565 570 575 

Ser Tyr Gin Gin Pro lie Met Leu Pro Asn Gin Ala Gly Gin Gly Ser 
580 585 590 

Leu Pro Ala Thr Gly Met Pro Val Tyr Cys Asn Val Thr Pro Pro Thr 
595 600 605 

Pro Gin Asn Asn Leu Arg Leu lie Gly Pro His Cys Pro Ser Ser Thr 
610 615 620 

Val Pro Val Met Ser Ala Ser Cys Arg Thr Asn Cys Ala Ser Met Ser 
625 630 635 640 

Asn Ala Gly Trp Gin Val Lys Phe 
645 

<210> 55 

<211> 651 

<212> PRT 

<213> Homo sapien 

<400> 55 

Arg Asp Arg Met lie Leu Leu Lys Met Glu Gin Glu He He Asp Phe 
15 10 15 

He Ala Asp Asn Asn Asn His Tyr Lys Lys Phe Pro Gin Met Ser Ser 
20 25 30 

Tyr Gin Arg Met Leu Val His Arg Val Ala Ala Tyr Phe Gly Leu Asp 
35 40 45 

His Asn Val Asp Gin Thr Gly Lys Ser Val He He Asn Lys Thr Ser 
50 55 60 

Ser Thr Arg He Pro Glu Gin Arg Phe Cys Glu His Leu Lys Asp Glu 
65 70 75 80 
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Lys Gly Glu Glu Ser Gin Lys Arg Phe He Leu Lys Arg Asp Asn Ser 
85 90 95 

Ser He Asp Lys Glu Asp Asn Gin Ser Val Cys Ser Gin Glu Ser Leu 
100 105 110 

Phe Val Glu Asn Arg Leu Leu Glu Asp Ser Asn He Cys Asn Glu Thr 
115 120 125 

Tyr Lys Lys Arg Gin Leu Phe Arg Gly Asn Arg Asp Gly Ser Gly Arg 
130 135 140 

Thr Ser Gly Ser Arg Gin Ser Ser Ser Glu Asn Glu Leu Lys Trp Ser 
145 150 155 160 

Asp His Gin Arg Ala Trp Ser Ser Thr Asp Ser Asp Ser Ser Asn Arg 
165 170 175 

Asn Leu Lys Pro Ala Met Thr Lys Thr Ala Ser Phe Gly Gly He Thr 
180 185 190 

Val Leu Thr Arg Gly Asp Ser Thr Ser Ser Thr Arg Ser Thr Gly Lys 
195 200 205 

Leu Ser Lys Ala Gly Ser Glu Ser Ser Ser Ser Ala Gly Ser Ser Gly 
210 215 220 

Ser Leu Ser Arg Thr His Pro Pro Leu Gin Ser Thr Pro Leu Val Ser 
225 230 235 240 

Gly Val Ala Ala Gly Ser Pro Gly Cys Val Pro Tyr Pro Glu Asn Gly 
245 250 255 

He Gly Gly Gin Val Ala Pro Ser Ser Thr Ser Tyr He Leu Leu Pro 
260 265 270 

Leu Glu Ala Ala Thr Gly He Pro Pro Gly Ser He Leu Leu Asn Pro 
275 280 285 

His Thr Gly Gin Pro Phe Val Asn Pro Asp Gly Thr Pro Ala He Tyr 
290 295 300 

Asn Pro Pro Thr Ser Gin Gin Pro Leu Arg Ser Ala Met Val Gly Gin 
305 310 315 320 

Ser Gin Gin Gin Pro Pro Gin Gin Gin Pro Ser Pro Gin Pro Gin Gin 
325 330 335 

Gin Val Gin Pro Pro Gin Pro Gin Met Ala Gly Pro Leu Val Thr Gin 
340 345 350 

Ser Val Gin Gly Leu Gin Ala Ser Ser Gin Ser Val Gin Tyr Pro Ala 
355 360 365 

Val Ser Phe Pro Pro Gin His Leu Leu Pro Val Ser Pro Thr Gin His 
370 375 380 

Phe Pro Met Arg Asp Asp Val Ala Thr Gin Phe Gly Gin Met Thr Leu 
385 390 395 400 



Page 88 



WO 03/085095 PCT/US03/09921 



16U 100 PCT.ST25 

Ser Arg Gin Ser Ser Gly Glu Thr Pro Glu Pro Pro Ser Gly Pro Val 
405 410 415 

Tyr Pro Ser Ser Leu Met Pro Gin Pro Ala Gin Gin Pro Ser Tyr Val 
420 425 430 

He Ala Ser Thr Gly Gin Gin Leu Pro Thr Gly Gly Phe Ser Gly Ser 
435 440 445 

Gly Pro Pro lie Ser Gin Gin Val Leu Gin Pro Pro Pro Ser Pro Gin 
450 455 460 

Gly Phe Val Gin Gin Pro Pro Pro Ala Gin Met Pro Val Tyr Tyr Tyr 
465 470 475 480 

Pro Ser Gly Gin Tyr Pro Thr Ser Thr Thr Gin Gin Tyr Arg Pro Met 
485 490 495 

Ala Pro Val Gin Tyr Asn Ala Gin Arg Ser Gin Gin Met Pro Gin Ala 
500 505 510 

Ala Gin Gin Ala Gly Tyr Gin Pro Val Leu Ser Gly Gin Gin Gly Phe 
515 520 525 

Gin Gly Leu lie Gly Val Gin Gin Pro Pro Gin Ser Gin Asn Val He 
530 535 540 



Asn Asn Gin Gin Gly Thr Pro Val Gin Ser Val Met Val Ser Tyr Pro 
545 550 555 560 

Thr Met Ser Ser Tyr Gin Val Pro Met Thr Gin Gly Ser Gin Gly Leu 
565 570 575 

Pro Gin Gin Ser Tyr Gin Gin Pro He Met Leu Pro Asn Gin Ala Gly 
580 585 590 



Gin Gly Ser Leu Pro Ala Thr Gly Met Pro Val Tyr Cys Asn Val Thr 
595 600 605 



Pro Pro Thr Pro Gin Asn Asn Leu Arg Leu He Gly Pro His Cys Pro 
610 615 620 



Ser Ser Thr Val Pro Val Met Ser Ala Ser Cys Arg Thr Asn Cys Ala 
625 630 635 640 



Ser Met Ser Asn Ala Gly Trp Gin Val Lys Phe 
645 650 



<210> 56 

<211> 89 

<212> PRT 

<213> Homo sapien 

<400> 56 

Met Ser Glu Gin Gly Asp Leu Asn Gin Ala He Ala Glu Glu Gly Gly 
15 10 15 

Thr Glu Gin Glu Thr Ala Thr Pro Glu Asn Gly He Val Lys Ser Glu 
20 25 30 
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Ser Leu Asp Glu Glu Glu Lys Leu Glu Leu Gin Arg Arg Leu Glu Ala 
35 40 45 

Gin Asn Gin Glu Arg Arg Lys Ser Lys Ser Gly Ala Gly Lys Gly Lys 
50 55 60 

Leu Thr Arg Ser Leu Ala Val Cys Glu Glu Ser Ser Ala Arg Pro Gly 
65 70 75 80 

Gly Glu Ser Leu Gin Asp Gin Thr Leu 
85 

<210> 57 

<211> 88 

<212> PRT 

<213> Mus musculus 

<400> 57 

Met Ser Glu Gin Gly Gly Leu Thr Pro Thr lie Leu Glu Glu Gly Gin 
15 10 15 

Thr Glu Pro Glu Ser Ala Pro Glu Asn Gly lie Leu Lys Ser Glu Ser 
20 25 30 

Leu Asp Glu Glu Glu Lys Leu Glu Leu Gin Arg Arg Leu Ala Ala Gin 
35 40 45 

Asn Gin Glu Arg Arg Lys Ser Lys Ser Gly Ala Gly Lys Gly Lys Leu 
50 55 60 

Thr Arg Ser Leu Ala Val Cys Glu Glu Ser Ser Ala Arg Ser Gly Gly 
65 70 75 80 

Glu Ser His Gin Asp Gin Thr Leu 
85 

<210> 58 
<211> 4462 
<212> DNA 
<213> homo sapien 

<220> 

<221> CDS 

<222> (1336) . . (2163) 
<223> 

<400> 58 

tctctttaat ctttgcctat ccaactggta tctcagtggt ctcttaaggc aaattccttt 60 

aattttagtg acacactcat ttctactcga aacatttgcc tcattttcca tgatggacta 120 

ttttctaaaa cacccacaat atttcctaga ttcctagtgg cagttcccta agtgtgccaa 180 

aatcccccag cctgttagtg ttacttgtta tttaagcaaa atgattcaaa teat cat ttg 240 

atacatgatg gaaatcccag gctcactcac caaatttcta gcaaatattg tgtgtgcttg 300 

taagggggat gggagggcag gagaaggect tgtatttctt ctagtcatta caagctagtg 360 

gtttttcttc ctcagtctgg aacttactcc ttgeacatae etttttctge actgtgccat 420 

catccacttc tctttacttc ctaactacca ccaactgaaa attatacata taaaagcttt 480 

aaacaaagtc tcttgaggct ctcaagggag tttacattac agtatagttc agcaaacaat 540 

tttaaatcaa atagtacacc tctttattct tagaattccc tetgecaaaa aagaaatcag 600 
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ctactttttt 


ttaaattcaa 


ggtccaactt 


tctgttgtgt 


tgetgattet 


cttctctctt 


660 


tttccaacga 


cttccacttc 


tctctctagt 


ttacatgtct 


ccaaacctta 


agcctctgtt 


720 


aatactttca 


caataagtca 


attttgccaa 


eggtttgect 


cccctagacc 


atctaggctg 


780 


ggcccagaac 


acctcatctt 


cactcccact 


gaagtgttcc 


tgaaggtcag 


ctctcactga 


840 


ccttgattct 


gctcccctac 


act gt caeca 


gaagctatcc 


acctatggtt 


ctaattcagt 


900 


aagtccaact 


ctctcacccc 


ctttttttgt 


ctcagctgtg 


tgggctttcc 


caggatggca 


960 


tgcaatggga 


cccctgtgcc 


atgcatattg 


taaaggaaaa 


tgcctccctc 


catgcgctac 


1020 


aaaacagcac 


atttatgatg 


gcactttgaa 


aagatatggg 


ttgtggtgtc 


acatattgac 


1080 


aattccttgg 


ccagaggctt 


aacagtgeca 


gcagtgccag 


aagattaaga 


agacagcaaa 


1140 


aacagaaaag 


ggagaagatg 


gtgaagtagt 


tatataacat 


gagegagaat 


gctcctgatt 


1200 


acaaagcaga 


gaaattgact 


ttttttctta 


gtgttttcta 


tagtcattgc 


tctatccctg 


1260 


ttctagaatt 


caagtcatga 


taagaatttc 


ttcacgttga 


cttcctgcat 


tgctttcaga 


1320 


cattgcaatt 


aaaga atg cga aga aag 
Met Arg Arg Lys 
1 


aac etc aca gag gta aca gag ttt 
Asn Leu Thr Glu Val Thr Glu Phe 
5 10 


1371 



gtt ttc ctg gga ttc tec aga ttc cac aaa cat cac ate act etc ttt 
Val Phe Leu Gly Phe Ser Arg Phe His Lys His His He Thr Leu Phe 
15 20 25 



1419 



gtg gtt ttt etc ate ctg tac aca tta act gtg get ggc aat gee ate 
Val Val Phe Leu He Leu Tyr Thr Leu Thr Val Ala Gly Asn Ala He 
30 35 40 



14 67 



ate atg acc ate ate tgc att gac cgt cac etc cac act ccc atg tac 
He Met Thr He He Cys He Asp Arg His Leu His Thr Pro Met Tyr 
45 50 55 60 



1515 



ttc ttc ctg age atg ctg get age tea aag aca gtg tac aca ctg ttc 
Phe Phe Leu Ser Met Leu Ala Ser Ser Lys Thr Val Tyr Thr Leu Phe 
65 70 75 



1563 



ate att cca cag atg etc tec age ttc gta acc cag acc cag cca ate 
He He Pro Gin Met Leu Ser Ser Phe Val Thr Gin Thr Gin Pro He 
80 85 90 



1611 



tec eta gca ggt tgt acc acc caa acg ttc ttc ttt gtt acc ttg gee 
Ser Leu Ala Gly Cys Thr Thr Gin Thr Phe Phe Phe Val Thr Leu Ala 
95 100 105 



1659 



ate aac aat tgc ttc ttg etc aca gtg atg ggc tat gac cac tat atg 
He Asn Asn Cys Phe Leu Leu Thr Val Met Gly Tyr Asp His Tyr Met 
110 115 120 



1707 



gee ate tgc aat ccc ttg aga tac agg gtc att acg age aag aag gtg 
Ala He Cys Asn Pro Leu Arg Tyr Arg Val He Thr Ser Lys Lys Val 
125 130 135 140 



1755 



tgt gtc cag ctg gtg tgt gga gee ttt age att ggc ctg gee atg gca 
Cys Val Gin Leu Val Cys Gly Ala Phe Ser He Gly Leu Ala Met Ala 
145 150 155 



1803 



get gtc cag gta aca tec ata ttt acc tta cct ttt tgt cac acg gtg 
Ala Val Gin Val Thr Ser He Phe Thr Leu Pro Phe Cys His Thr Val 
160 165 170 



1851 



gtt ggt cat ttc ttc tgt gac ate etc cct gtc atg aaa etc tec tgt 
Val Gly His Phe Phe Cys Asp He Leu Pro Val Met Lys Leu Ser Cys 
175 180 185 



1899 



att aat acc act ate aat gag ata ate aat ttt gtt gtc agg tta ttt 
He Asn Thr Thr He Asn Glu He He Asn Phe Val Val Arg Leu Phe 
190 195 200 



1947 



gtc ate ctg gtc ccc atg ggt ctg gtc ttc ate tec tat gtc etc ate 
Val He Leu Val Pro Met Gly Leu Val Phe He Ser Tyr Val Leu He 
205 210 215 220 



1995 
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ate tec act gtc etc aag att gee tea get gag ggt tgg aag aag acc 2043 
He Ser Thr Val Leu Lys He Ala Ser Ala Glu Gly Trp Lys Lys Thr 
225 230 235 

ttt gec acc tgt gee ttc cac etc act gtg gtc att gtc cat tat ggc 2091 
Phe Ala Thr Cys Ala Phe His Leu Thr Val Val He Val His Tyr Gly 
240 245 250 

tgt get tec att gee tac etc atg ccc aag tea gaa aac tct ata gaa 2139 
Cys Ala Ser He Ala Tyr Leu Met Pro Lys Ser Glu Asn Ser He Glu 
255 260 265 

caa gac etc ctt etc tea gtg acc taaaccatca tcactcccct gctgaaccct 2193 
Gin Asp Leu Leu Leu Ser Val Thr 
270 275 

gttgtttaca gectaaagaa caaggaggtc aaggatgece tatgeaggge catgggcaga 2253 

aacatttctt aatgeattat tcctctatat aaatatacat ttagtcatag aaatgtgtgt 2313 

ccttacttac attaaacaac cttacgactc tgtcccatgc agtctatget gcaatgggat 2373 

gtgcatgtct tgctttggta tatttactac aaaatcttag tctctgtttc catatatttc 2433 

aaagttttgt ccaggcattt tcaactaggg atgtgagagg tcaaggagaa tgggcatgat 2493 

ttttaggaaa gagcatccaa atttctagga tgaagaaagg gacttttaaa agtatattaa 2553 

atatgattat attgtgttta aaaaataaaa agcaatgtgt ctcatttttg taatgeaate 2613 

tacagaaaat aaaactacaa aatcatcgea gcaaggtaag gatagtcaat aatgatggat 2673 

tcccttgaaa gaaaatagta tcagaattgt cagggaaaag tgagatgagc gtattaaatt 2733 

taaaaaaaaa taggaaagtt ggaaaacact ggcttagtcc ttgaaaattt agtctttatt 2793 

attcaattta tgetaaagee tttgetttta tccagtgtag tegtcagatg ctggccatgg 2853 

ccacagatca tacttaactc tcacctttct aatctaaatt ccctaattga attctttctg 2913 

gctgctggtt ctctccatgg gatcaacttc tctctaatca ttatgaagaa aaattgagtt 2973 

ggtcaagaag atctgtgccc tgttagaata agaaccataa aagctttcct catttgeaca 3033 

taccatggca cctcctggta gcataaagaa acaaaagtag aacaaaacaa acagtcccag 3093 

cagtcaggag tagttcagaa gtataattgt agaatcactc aattcaccaa aaaaggctaa 3153 

caagaaaaaa aaatattttt ccttagtaga ctcctttgag aaaaatatcc tttttcccag 3213 

ggctttctgg gaactttttt ggtttcatgc ctatacatac cttctatgtg gttatcttgg 3273 

gtgatgggtg atggtaggga gggtttaaga cttttgttga gtgettcett ctactaaaat 3333 

attttttgtc aagaatactt ctctgctcat tccctaatgc catttttctt tttttcaaga 3393 

cagtcatttt tttcctttcc ctccactgag aaagaatcga taacatccta aggagctcat 3453 

ctcaggtaaa gaatatcttt acagatttct gaattctaga ttggggagac cattgttctt 3513 

tcaaggtctg accagttctt tctaattcct gtcttgtgtc tttgcaattt ctacatcata 3573 

gaaacaaggc ttcctacaga agctgttggg ggctcaaagg ttgggtccaa gagtcttgga 3633 

catgetatga ggtctttctt gacagcactc tcagggtcat cccactacag atctaaacct 3693 

ctatgcccaa caagagtgag gcagattccc tccagaatga gagtgtctct cctgacagta 3753 

tgaaagaacc cctcccactg ccatcaaggc cacctgtact gccaactctt aattataacc 3813 

tgcccttctc aattctctct ggctagcaac tacttgtaca tcctcatacc tgtctttttg 3873 

tgtgtagaag ggaagagatg agacagagag ggctgttctg agcaggaaag tacaatgatg 3933 

gaagttgggt ggtgatcaaa cctgttctat cctgctccag tggcagtggc caactcccac 3993 

tgcccattac tctcctttct acttctgcac acagccactc tccttcatta gttcatgaat 4053 
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caaagacaaa 


ggtttctcca 


gtattgtctc 


16U 100 PCT.ST25 
tacatctaaa tgctgcaaca gcagacatac 


4113 


cacacgccac 


tcgtgcaatc 


aaaagttaaa 


tgtcacagcg 


gggcccacaa agagctggca 


4173 


gaaaatatga 


gtcataaatc 


ttgaaggtga 


aatatctttg 


tctctaactc tgttacccac 


4233 


aatggttcaa 


tcatatgtcc 


agtttttttt 


aaataaacat 


gtgtgcttct aatttcttct 


4293 


tgacaataag 


atgttgtctt 


acatggtgga 


tagaatagag 


gtcccagagt cagatgggtg 


4353 


ctgagttcac 


ttcctcactc 


agcacccatc 


agaacctttt 


tatgaatata atgtttttaa 


4413 


ttctgcctcg 


cttgtcatca 


aaagcatttt 


ttaatctcct 


tacccattt 


4462 



<210> 59 

<211> 276 

<212> PRT 

<213> homo sapien 

<400> 59 

Met Arg Arg Lys Asn Leu Thr Glu Val Thr Glu Phe Val Phe Leu Gly 
15 10 15 

Phe Ser Arg Phe His Lys His His He Thr Leu Phe Val Val Phe Leu 
20 25 30 



He Leu Tyr Thr Leu Thr Val Ala Gly Asn Ala He He Met Thr He 
35 40 45 



He Cys He Asp Arg His Leu His Thr Pro Met Tyr Phe Phe Leu Ser 
50 55 60 

Met Leu Ala Ser Ser Lys Thr Val Tyr Thr Leu Phe He He Pro Gin 
65 70 75 80 

Met Leu Ser Ser Phe Val Thr Gin Thr Gin Pro lie Ser Leu Ala Gly 
85 90 95 

Cys Thr Thr Gin Thr Phe Phe Phe Val Thr Leu Ala He Asn Asn Cys 
100 105 110 



Phe Leu Leu Thr Val Met Gly Tyr Asp His Tyr Met Ala He Cys Asn 
115 120 125 



Pro Leu Arg Tyr Arg Val He Thr Ser Lys Lys Val Cys Val Gin Leu 

130 135 140 

Val Cys Gly Ala Phe Ser He Gly Leu Ala Met Ala Ala Val Gin Val 

145 150 155 160 



Thr Ser He Phe Thr Leu Pro Phe Cys His Thr Val Val Gly His Phe 
165 170 175 



Phe Cys Asp He Leu Pro Val Met Lys Leu Ser Cys He Asn Thr Thr 
180 185 190 



He Asn Glu He He Asn Phe Val Val Arg Leu Phe Val He Leu Val 
195 200 205 



Pro Met Gly Leu Val Phe He Ser Tyr Val Leu He He Ser Thr Val 
210 215 220 



Leu Lys He Ala Ser Ala Glu Gly Trp Lys Lys 



Thr Phe Ala Thr Cys 
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225 230 235 240 



Ala Phe His Leu Thr Val Val He Val His Tyr Gly Cys Ala Ser He 
245 250 255 

Ala Tyr Leu Met Pro Lys Ser Glu Asn Ser He Glu Gin Asp Leu Leu 
260 265 270 



Leu Ser val Thr 
275 
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